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Nema ——— - G - 0 T O

098 1102  B03.016.002 Xnopambennkon (neoMuueTHH) (¢152) nekapeTeeHHbIe amneprens, [gE 328 0 328
09ks_1103  B03.016.002 L - tupokcuu (¢99) nekapersesbie anneprexsl, IgE 328 0 328
09k 1104 B03.016.002 Menupakanu/nonokauH (CKaHIOHeCT, ckaHaMunOca, menuBacTe3nn) (c88) nekapersennsie auteprenst, 1gE 465 0 465
09xs 1105 B03.016.002 benzoxaun (anecte3un) (c86) nexapcrsernble anneprensl, IgE 321 0 321
09xs_1104 B03.016.002 BynuBakauH (AHeKaHH, MAPKAHH, MAKCHKANH, OynukanH) (c89) nekapcTeennbie anneprens, IgE 321 0 321
09ks 1107  B03.016.002 Tpunoxann (untanect) (c100) nekapcTseHHbie amiepretsl, 1gE 321 0 321
09ke 1108 B03.016.002 Tetpakann (nukaut) (c210) nexapcTsennble aneprensl, [gE 321 0 321
09ks_110 B03.016.002 Onunedpun (anpenanuu) (c196) nekapcTsennsie aueprensl, lgE 465 0 465
0%p_111 B03.016.002 AMnHUWALIHH, (C5) nexapcTBeHHble aneprensl, [gE 465 0 465
09x-_1111]  B03.016.002 AueTHncanuumnnosas kuenota (c51) nexapersennsie anneprensl, IgE 465 0 465
09xs_1112]  B03.016.002 Lledanocnoput (¢55) nexkapcreHHble anneprensl, [gE 465 0 465
09ks_1113]  B03.016.002 Tpumertonpum (c57) mexapcTennsie aneprenst, [gE 465 0 465
09«8 1114 B03.016.002 CynehameTokcason (c58) nexapcTeeHuble auieprensl, IgE 465 0 465
09ks_1115]  B03.016.002 Terpaumkind (¢59) nekapeTseHHbIe anneprensy, IgE 465 0 465
(9ke_1116 B03.016.002 [entamMuuHH (c60) nexkapeTBeHHble aaneprensl, [gE 465 0 465
09xs 1117  B03.016.002 DpuTpoMHUMH (c61) nekapcTBeHHbie anneprensl, IgE 465 0 465
09k 1118  B03.016.002 JlokcHunkann (c62) nexkapcTeeHHbie aueprensl, [gE 465 0 465
09xs_1119  B03.016.002 CrpentoMuuuH (c60) eKapeTBeRHbe anneprensl, IgE 465 0 465
09xs_11200  B03.016.002 Wncynnu Guramii (¢71) nekapersentbie aneprensl, [gE 465 0 465
09xs 1121 B03.016.002 Hncynun yenoseueckuii (¢74) NexapcTeeHHble amneprensl, IgE 465 0 465
09xe_810| B03.016.002 Kpab IgE (F23, InmunoCAP) 418 0 418
09xs_861| B03.016.002 Cnenens IgE (1204, InmunoCAP) 418 0 418
09xs 862| B03.016.002 Cnusa IgE (F255, InmunoCAP) 406 0 406
09¢. 863| B03.016.002 Cocha Befimyrosa IgE (T16, ImmunoCAP) 406 0 406
09xs_864| B03.016.002 Craspuaa IgE (F60, InmunoCAP) 418 0 418
09xs_865| B03.016.002 Cradiunokokkosbiii sureporokcus TSST IgE (M226, ImmunoCAP) 852 0 852
09ks_866| B03.016.002 Crisoporka koposbero monoka IgE (F236, InmunoCAP) 4006 0 406
09xn_867| B03.016.002 Crip Yeanep IgE (F81, InmunoCAP) 418 0 418




09xs_868| B03.016.002 Tapaxan pouknit IgE (16, ImmunoCAP) 406 406
09xe_869| B03.016.002 Tumotheenka nyropaa IgE (G6, InmunoCAP) 589 589
09xs_870| B03.016.002 Tumbas (Yabpew) IgE (F273, InmunoCAP) 418 418
09xs_871| B03.016.002 Tmuu IgE (F265, InmunoCAP) 418 418
09« _872| B03.016.002 Tonons IgE (T14, ImmunoCAP) 406 406
09++ 873 B03.016.002 Tpecka IgE (F3, InmunoCAP) 399 399
09xs_874| B03.016.002 Tyueu IgE (F40, ImmunoCAP) 406 406
09p _875| B03.016.002 Teiksa IgE (F225, ImmunoCAP) 406 406
09xs_876| B03.016.002 Ykpon IgE (F277, ImmunoCAP) 576 576
09xs_877| B03.016.002 @ucrawks IgE (F203, InmunoCAP) 418 418
09xe_878| B03.016.002 Dopens IgE (F204, ImmunoCAP) 406 406
09xs_879| B03.016.002 DOyuayk IgE (F17, ImmunoCAP) 406 406
09¢- 880 B03.016.002 Xypma IgE (F301, InmunoCAP) 418 418
098 _881| B03.016.002 Yepnwiit nepew [gE (F280, InmunoCAP) 418 418
09xs_882| B03.016.002 Yecuok IgE (F47, InmunoCAP) 418 418
09ks_883| B03.016.002 Yeuesuua [gE (F235, InmunoCAP) 406 406
09kp 884 B03.016.002 Iamnunson IgE (F212, InmunoCAP) 418 418
09xe_885| B03.016.002 Kponuk, snutennii /Rabbit epithelium IgE (82 ImmunoCAP) 406 406
09«8 886| B03.016.002 Xomak, anurennit /Hamster epithelium [gE (€84 ImmunoCAP) 836 836
09:- 887| B03.016.002 Dcrparow (Tapxys) IgE (F272, InmunoCAP) 418 418
09n_888| B03.016.002 A myensl meponocHoi IgE (11, ImmunoCAP) 406 406
(iYxp_889| B03.016.002 Sn ocel natuucTol IgE (12, InmunoCAP) 418 418
09xs 890| B03.016.002 Slwuneiit Genox /Ege white IgE (f1 ImmunoCAP) 618 618
09ks_891| B03.016.002 Wucynuu ceuuoi (¢70 InmunoCAP) IgE 419 419
09ks_892| B03.016.002 JKenatun kopoBnii (nuuesas nodaska E44 1) /Gelatin bovine (¢74 InmunoCAP) IgE 418 418
09xs_893| B03.016.002 Xnoprekeuant /Chlorhexidine nekapersennbie anaeprenst (c8 ImmunoCAP) IgE 418 418

Tlanens anneprenos EP70 xusorneix [gE (3nutenuit MOPCKOIi CBHHKH, 3NUTENMIA KPOJIHKA, XOMAK, Kpbica,
09~ _895| B03.016.002 mbib)(Immulite 2000 XPi) 262 262
09xs_896| B03.016.002 [Manens anneprenos EP71 ntiust [gE(nepo ryca, nepo kypuubl, nepo yTkH,nepo wiymoka)(IMMULITE 2000XPI) 234 234

Masens annepresos EP72 skusotueix IgE (nepo BonuucTOro nomyras, nepo nonyras, nepo KaHapeikH)

09ks_897| B03.016.002 (IMMULITE 2000XPI) 318 318

TTane/ib KNEMEBLIX AUICPIenos IEE DPI{Kiell-AepMaToar IepHHHbIA, KIeI-IEPMaTOpar MyaHOH, derm

microceras, lepid.destructor,tyrophagus putrescentiae, glycyphagus domesticus, euroglyphus maynel, blomia
09xs 898| B03.016.002 tropicallis) (IMMULITE 2000XPI) 213 213

TManens annepredos niaecewn IgE MP 1(penicillium notatum, cladosporium herbarum, aspergillus fumigatus, candida
09xs 899| B03.016.002 albicans, alternaria tenuis)(IMMULITE 2000XPI) 218 218
[Manens anneprenos nyroswix Tpas [gE GPl(exa cGopHas, OBCAHHIA TyroBas, Porb MHOTONETHAR, THMO(eeBKa,

09ks_900| B03.016.002 MATAHK tyrosoii)(Immulite 2000 XPi) 250 250




[Nanens numeswx anneprenoB Nel opexas cmeck IgE FP1 (apaxue, hynayx, Gpasunnckuii opex, MUHIANS,

09xs 901 B03.016.002 kokoc)(IMMULITE 2000XPI) 216 216
[Manens mumessix anneprenos Ne2 priba [gE FP2
09xs_902| B03.016.002 (Tpecka,KpeBeTKH, MHIHH, TyHerl, Jocock) (IMMULITE 2000XPT) 219 219
IManens numessx anneprenos Neo FPO IgE (niennyHas MyKa, pHC,CEMEHA KYHKYTA, TPEUHEBAA MyKa, COEBBIE
09ke_903| B03.016.002 6061)(IMMULITE 2000XPI) 255 255
09ks_904| B03.016.002 [Ianems numessix anneprevos Nel3 IgE FP13 (ropox, Genas hacons, Mopkoss, kaptodens) (IMMULITE 2000XPI) 235 235
09kn_905| B03.016.002 [Manens numessix atepredor Nels IgE FP 15 (anenscun, a6noko,Ganans, nepenk) (IMMULITE 2000XPI) 146 146
Manens nuuesbix aneprenos NeS1 IgE FPS1 (moMuaoper, MOPKOBb, kapTodesns, YecHok, ropunua)(IMMULITE
09kp_906| B03.016.002 2000XPI) 220 220
Tanens nuuiessIx amneprenos maco Ne73 IgE FP73 (cBuHmMua, rosaauba, KypiHoe maco, Gapannna)(IMMULITE
09xs_907| B03.016.002 2000XPI) 220 220
09xe 908| B03.016.002 TManens amieprenos (nomawmnue xusorusie) EP1 (Kowka, Cobaka, Koposa, Jlowams) [gE(IMMULITE 2000XPI) 740 740
Tanens annepreHos (MbiibUa copbix Tpas) WM7 (AmGposus obbiksoBenHan; ITogopoxkHuk; Mape Genas;
09ks_909| B03.016.002 3onotapuuk; Kpanusa asyaomnas) IgE (IMMULITE 2000XPI) 575 575
Takens anneprexos (nbuibua aepesbes) TM 100 (Onsxa; Bepésa; Jlemuna o6bikHoBennas/opemnnk; dy6; Hea;
09xs 910 B03.016.002 Knin acenenucrhstii; [Tnaran; Tonons) [gE (IMMULITE 2000XPI) 575 575
[Manens nuwessx annepredos (kpyna, snaku) FM3 (Muennua; Aumens; Oséc;Kykypysa;Puc) IgE (IMMULITE
09xs_911| B03.016.002 2000XPI) 575 575
[Tanens numessx anepredos (uutpycossie) FM18 Jlumon; Anenscun; Margapun; TpeitndpyT) [gE (IMMULITE
09« 912| B03.016.002 2000XPI) 575 575
Mawens numessix anneprenos (ceipst) FM22 (Ilseiiuapeknii coip; Coip tuna Yennep; Ceip ¢ niecensio;Crip
098 _913| B03.016.002 Spam) IgE (IMMULITE 2000XPI) 575 575
TTanens anneprenos (AoMamHAs nbiib) HPT
(Momamnas neuts (Greer Labs, Inc.); Knew nomawneit netii Dermatophagoides pteronyssimus;Knewm nomawnei
09x_914| B03.016.002 neinn Dermatophagoides farinae; Tapakau peukuit) [gE (IMMULITE 2000XP1) 740 740
09k8_916| B03.016.002 Kowka (anmrennit) (E1) [gE(IMMULITE 2000XPI) 109 109
09xe 917|  B03.016.002 CoGaka (anutenmit) (E2) [iE(IMMULITE 2000XPI) 125 125
09s 918 B03.016.002 Tomaurnsas mous (H1) IsgE(IMMULITE 2000XPI) 144 144
09xs_919| B03.016.002 Tlonbibe o6bikHoBeHHaA (W6) IgE (IMMULITE 2000XPl) 125 125
09xe_920| B03.016.002 Tumotpeeska (G6) IgE (IMMULITE 2000XP1) 141 141
09xs_921| B03.016.002 SAuunnrii fenok (f1) IgE (IMMULITE 2000XP1) 144 144
09ks_922| B03.016.002 Monoxo koposse (£2) IgE (IMMULITE 2000XPI) 141 141
09xs_923| B03.016.002 Anbpa-nakroansbymut (f76) IgE (IMMULITE 2000XP1) 141 141
09«8 924 B03.016.002 Kaseun (f78) IgE (IMMULITE 2000XPI) 144 144
09xs_925| B03.016.002 [Muwennunas myka (£4) 1gE (IMMULITE 2000XPI) 109 109
09xs_926| B03.016.002 Imoted (xneiikosuna) (£79) IgE (IMMULITE 2000XP1) 144 144
09xu_927|  B03.016.002 Apaxuc (f13) IgE (IMMULITE 2000XPI) 143 143
09k8_928| B03.016.002 Msco kypuusl, f83, IgE (IMMULITE 2000XPI) 410 410
09xe_929| B03.016.002 I'peunxa, 11, IgE (IMMULITE 2000XPI) 410 410
09xB_930| B03.016.002 Puc, 19, IgE (IMMULITE 2000XPI) 410 410
09kB 931 B03.016.002 Tomarsl, £25, IgE (IMMULITE 2000XPI) 410 410
09ks 932| B03.016.002 Ogec, f7, 1gE (IMMULITE 2000XPI) 410 410
09ks_933| B03.016.002 [ossauna, £27, IgE (IMMULITE 2000XPI) 410 410




09k8_934| B03.016.002 Xomsk, e84, IgE (IMMULITE 2000XP1) 410 410
09x8_935| B03.016.002 Kpeserku, 24, IgE (IMMULITE 2000XPI) 410 410
09ke_936| B03.016.002 Jlococs, f41, IgE (IMMULITE 2000XPI) 410 410
09ks_937|  B03.016.002 Kode,f221, IgE (IMMULITE 2000XP1) 410 410
09xs_938| B03.016.002 Kykypysa, {8, IgE (IMMULITE 2000XPI) 410 410
09ks_939| B03.016.002 [Tonyrai, nepo, e213 IgE (IMMULITE 2000XPI) 410 410
09ks 940| B03.016.002 Cauumna, 26, IgE (IMMULITE 2000XP1) 410 410
0%B_941 B03.016.002 Jagpuus, 0207 IgE (IMMULITE 2000XP1) 410 410
09xn 942 B03.016.002 Wuneiika, £284, IgE (IMMULITE 2000XPI) 410 410
09ks 943| B03.016.002 Munaans, 20, IgE (IMMULITE 2000XPI) 410 410
09kp 944 B03.016.002 Oyuayk, £17, IgE (IMMULITE 2000XPI) 410 410
09ks 945| B03.016.002 Sl6noko, nuua, IgE (IMMULITE 2000XP1) 410 410
09k8_946| B03.016.002 I"peuknii opex, 1256, IgE (IMMULITE 2000XPI) 410 410
09x., 947| B03.016.002 Jlowazas, nepxots, e3 IgE (IMMULITE 2000XPI) 410 410
0Yks 948 B03.016.002 Mangapuu, nuuwa, 302 IgE (IMMULITE 2000XP1) 410 410
09k 949| B03.016.002 Mortbins, Hacekomsle, 173 [gE (IMMULITE 2000XPI) 410 410
09ks 950 B03.016.002 Iepenk, numa, 95 IgE (IMMULITE 2000XPI) 410 410
09ks_951| B03.016.002 Posxs, 5, IgE (IMMULITE 2000XPI) 406 406
09xs 952| B03.016.002 Con, f14, IgE (IMMULITE 2000XPI) 410 410
09ks_953| B03.016.002 Yaii wepueiit, £222, [gE (IMMULITE 2000XPI) 410 410
09ks_954| B03.016.002 Apokano, 96, IgE (IMMULITE 2000XPI1) 410 410
09xe_955| B03.016.002 Topox, nuuwa, IgE (IMMULITE 2000XP1) 410 410
09xs 956| B03.016.002 [peiindpyr, £209, IgE (IMMULITE 2000XP1) 410 410
09« _957| B03.016.002 Juina, 187, IgE (IMMULITE 2000XPI) 410 410
09xs_958| [03.016.002 Kansmap, 258, IgE (IMMULITE 2000XPI) 410 410
09xs_959{ B03.016.002 Kny6uuxa, f44, [gE (IMMULITE 2000XPI) 410 410
09ke_960| B03.016.002 Jlnmon, £208, IgE (IMMULITE 2000XPI) 410 410
095 961 B03.016.002 Mopkoss, f31, IgE (IMMULITE 2000XP1) 410 410
09ke_962| B03.016.002 Mopckas cBuHKa, snuTennii, e6 IgE (IMMULITE 2000XPI) 410 410
098 _963| 1B03.016.002 TMennunmnun G (cl) nexaperea, IgE 465 465
09%n 964| B03.016.002 leunumnnun V (c2) nexapcrsa, [gE 465 465
09xs_965| B03.016.002 Cunas muans, £37, 1gE (IMMULITE 2000XPI) 410 410




09k 966 B03.016.002 Crip Moyna, £82, IgE (IMMULITE 2000XP1) 410 410
09ks_967| B03.016.002 Cuip Dpnam, f150, IgE (IMMULITE 2000XPI) 410 410
09ks_968| B03.016.002 Xex, 1307, IgE (IMMULITE 2000XP1) 410 410
U9K;_969 B03.016.002 S wepwna, nacexomsie, i75 IgE (IMMULITE 2000XPI) 410 410
09xs_970| B03.016.002 Ceip Hennep, nuwa, f81 IgE (IMMULITE 2000XPI) 410 410
09x8_971 B03.016.002 Tywnew, muma, f40 IgE (IMMULITE 2000XP1) 410 410
09ks_972| B03.016.002 Jlatekc, npodeccuonanbuan anneprus, k82 IgE (IMMULITE 2000XPI) 410 410
09ks_973| B03.016.002 Dopmansierui, npodecconanpiag anneprus, k80 IgE (IMMULITE 2000XPI) 410 410
09«8 975 B03.016.002 Cwmech OuToBBIX anneprexon (aomamnas neinb (Hollister-Stier), D. pteronyssinus, D. farinae, Blatella (H®A) 575 575
Cwmech rpubkoseix annepreros (Penicillium notatum, Cladosporium herbarum, Aspergillus fumigatus, Alternaria
098 976 B03.016.002 altemata) 1gE (MDA) 685 685
0‘)1(; 978 B03.016.002 Alternaria alternata IgE (M6, HDA) 169 169
09kB_979 B(}3.0l6,002 Aspergillus flavus IgE (M228 HDA) 938 938
09 980(  B03.016.002 Aspergillus fumigatus [gE (M3, U®A) 938 938
09ke_981| B03.016.002 Aspergillus niger [gE (M207, HDA) 938 938
09«8 982 B03.016.002 Botrytis cinerea IgE (M7, HDA) 740 740
09ks 983 B03.016.,002 Candida albicans IgE (M5, HDA) 740 740
09xe_984 B03.016.002 Cladosporium herbarum IgE (M2, HDA) 9155 9155
09xs 985 B03.016.002 Helmintosporium halodes IgE (M8, HdDA) 740 740
U9ks 986| B03.016.002 Mucor racemosus IgE (M4, HDA) 740 740
09xs_987| B03.016.002 Penicillium notatum IgE (M1, HDA) 938 938
09xs_988| B03.016.002 Pityrosporum orbiculare [gE (M70,H®DA) 938 938
09xs_989| B03.016.002 Rhizopus nigricans IgE (M11,HDA) 938 938
09ks_990| B03.016.002 AnbGymHHE cbIBOPOTKH Komku nFel d2 [gE (E220, HDA) 1510 1510
09xs_991| B03.016.002 AnbOymut cbiopotkn codaku nCan 3 IgE (E221, HDA) 1510 1510
09xe_992| B03.016.002 AmbBapHbiii kewt Acarus siro IgE (D70, HDA) 740 740
09kp_993| B03.016.002 Awmbapneiit kaewt Glycyphagus domesticus IgE (D73, HMDA) 740 740
09xks 994| B03.016.002 Awmbapusiit knew Lepidoglyphus destructor IgE (D71, HOA) 740 740
09ks_995| B03.016.002 Awmbapuetii knew Tyrophagus putrescentiae IgE (D72, H®A) 740 740
09ks 996|  B03.016.002 AcCTMa W pUHHT ¥ B3pocabix IgE (MDA) 4480 4480
09k8_997| B03.016.002 Actma u puaaT y geteit 1IgE (MDA) 4480 4480
09xe_998| B03.016.002 Ba3zosbiii kommutexe ans s3pocibix IgE (MDA) 4480 4480
09ks 999| B03.016.002 Baszonwiii kommnexe i gereit IgE (MDA) 6790 6790




09ks 1000 B03.016.002 Bptoccensckas kanycra IgE (F217, HOA) 740 740
09xs 1001  B03.016.002 byk IgE (T5, HDA) 740 740
09ks_1002]  B03.016.002 Buitosbie amteprenst IgE (MDA) 3105 3105
09xs_1003  B03.016.002 B3 IgE (T45, HDA) 740 740
09xs_1004 B03.016.002 I'pubkosbie anneprerst (pacuupentan) [gE (HPA) 5525 5525
09xs_1005 B03.016.002 T'pubkossie annepreust IgE (MDA) 3875 3875
09kp_ 1004  B03.016.002 Jlns peteit nepen sakunnaumeii IgE (MMA) (komnnekc) 3545 3545
»
09ks 1007 B03.016.002 Esxesnka [gE (F211, HDA) 740 740
09xs 1008  B03.016.002 Jomawnsia nouis (Hollister-Stier Labs,) [gE (H2, HDA) 740 740
HKenrok auineiit IgE (F75, HDA)
09xs_1009 B03.016.002 960 960
09xs 1010 B03.016.002 Hmkwp IgE (F328, HDA) 740 740
09¢s_1011] B03.016.002 Kapaamon [gE (F267, HDA) 740 740
09xs_ 1012  B03.016.002 Kneut nomawneit netin Dermatophagoides farinae IgE (D2, HDA) 740 740
09ks_1013] B03.016.002 Knem nomamneii nvin Dermatophagoides microceras IgE (D3, HDA) 740 740
09ke_1014f B03.016.002 Knew nomawneii nsimm Dermatophagoides pteronyssinus IgE (D1, HQA) 740 740
09xs_1015 B03.016.002 Knew nomawneii nsumi Euroglyphus maynei IgE (D74, HDA) 740 740
09k 1014 B03.016.002 Kopm nns peié Apremu [gE (0202, HOA) 740 740
09xp_1017]  B03.016.002 Kopm wni ppiG Terpamun IgE (0203, HDA) 740 740
09xs_ 1018 B03.016.002 Koctep IgE (G11, HDA) 740 740
09xs 1019 B03.016.002 Kopuua [gE (F220, H®A) 740 740
09ks_10200  B03.016.002 Jlncoxsoct nyrosoit IgE (G16,MA) 740 740
09xs_102]]  B03.016.002 Jluet uan IgE (F222, HDA) 740 740
09xs 1022 B03.016.002 Jlwoducrok IgE (F275, HDA) 740 740
09xs_1023]  B03.016.002 Mauro IgE (F91, HDA) 740 740
09xs 1024 B03.016.002 Momwmock IgE (F207, HDA) 740 740
09ks 1025 B03.016.002 Mopexkoii s3bik 1gE (F337, HDA) 740 740
09ks_1026  B03.016.002 Moteine IgE (173, HDA) 740 740
09ke_1027  B03.016.002 Myka pxanas [gE (F5, HDA) 740 740
*
09xs_1028  B03.016.002 Myxka sumennan IgE (F6, HDA) 740 740
09xs_ 1029  B03.016.002 Mypasei Puxtepa IgE (170, HDA) 740 740
palg
09ks 10300 B03.016.002 Myckatubiii opex (kosypa) IgE (F266, HDA) 740 740
09xs_1031] B03.016.002 Hyr IgE (F309, HDA) 740 740




09xs_1032  B03.016.002 Oscanunua ayrosas IgE (G4, HDA) 740 740
09xs_1033 B03.016.002 Owmap IgE (F80, HDA) 740 740
09ks_1034) B03.016.002 Operano IgE (F283, HDA) 740 740
%’f 1035 B03.016.002 Opex ITexan IgE (F201,UDA) 740 740
09xs_103 B03.016.002 Ocsmusor IgE (F59, HDA) 740 740
09xs_1037  B03.016.002 IManaiia IgE (F293,UDA) 740 740
09ks_1038 B03.016.002 Ilepo unneiiku [gE (E89, MMA) 163 163
09ks_1039 B03.016.002 Iepo ytku [gE (E86, HDA) 740 740
09ks_10401 B03.016.002 Muxkwa IgE (F42, HOA) 740 740
09xs 1041 B03.016.002 [Monopoxkuuk nanuetosuanblii IgE (W9, HDA) 740 740
[09%e_1042] B03.016.002 ITomet BonHHeToro nonyraiunka IgE (E77, HOA) 740 740
0Vke 1043 B03.016.002 ITomer rony6s IgE (E7, HRA) 740 740
09x8_1044] B03.016.002 Peynoi yrops IgE (F264, HOA) 740 740
09xs_1045 B03.016.002 Canat-natyk IgE (F215, MDA) 740 740
09xs_104¢  B03.016.002 Caxapran ceekna [gE (F227, HDA) 740 740
09ke_760| B03.016.002 OBuumit ummynornodynus E (IgE total) 159 159
09kB_761 B03.016.002 So3unounbHbI KaTHoHHbIH benok (ECP) 170 170
09xe_763| B03.016.002 Anneprounn ImmunoCAP ISAC E112i (112 anneprokoMnoHeHTos) 22191 22191
09xs_765 B03.016.002 AGpukoc 1gE (F237, InmunoCAP) 406 406
09kp_766| B03.016.002 Apoxazo IgE (F96, ImmunoCAP) 418 418
09ks_767| B03.016.002 Ansda-naxransdymun IgE (F76, InmunoCAP) 869 869
09xs 768| B03.016.002 AmBposua seicokan (noasimnonuctra) IgE (W1, ImmunoCAP) 399 399
09xe_769| B03.016.002 Ananac IgE (F210, ImmunoCAP) 418 418
09k 770| B03.016.002 Anwc 1gE (F271, ImmunoCAP) 418 418
09};[.{ 771 B03.016.002 Anenvcun IgE (F33, ImmunoCAP) 406 406
09xks_772|  B03.016.002 Apbys IgE (F329, ImmunoCAP) 418 418
09ke_773| B03.016.002 Basunuk [gE (F269, InmunoCAP) 418 418
09xs_774| B03.016.002 Barknaxan [gE (F262, InmunoCAP) 418 418
09ks_775| B03.016.002 Bepesa IgE (T3, InmunoCAP) 589 589
09ks_776| B03.016.002 Bera-nakrornofynun IgE (F77, ImmunoCAP) 869 869
09«8 777| B03.016.002 Bpokkonu IgE (F260, ImmunoCAP) 406 406
09xs_778| B03.016.002 Bauuwns IgE (F234, ImmunoCAP) 418 418




09ks 779| B03.016.002 Bunorpan IgE (F259, InmunoCAP) 406 406
0Ske_780| B03.016.002 Buwns 1gE (F242, ImmunoCAP) 418 418
09xe 781 B03.016.002 Isosanka IgE (F268, InmunoCAP) 418 418
09ks_782| B03.016.002 I'moten IgE (F79, ImmunoCAP) 796 796
098 _783| B03.016.002 Topox IgE (F12, ImmunoCAP) 406 406
09ks_784| B03.016.002 I"opunua IgE (F89, InmunoCAP) 418 418
09xe_785| B03.016.002 Tpeunxa /Buckwheat /Fagopyrum esculentum IgE (11, InmunoCAP) 399 399
09xs_786| B03.016.002 [peitndpyt IgE (F209, InmunoCAP) 418 418
09xs_787| B03.016.002 peuxnii opex IgE (F256, ImmunoCAP) 700 700
09xs_ 788 B03.016.002 ['pywa IgE (F94, ImmunoCAP) 833 833
0Ykn 789 B03.016.002 Jlposcxn 1gE (F45, ImmunoCAP) 406 406
09xs_790| B03.016.002 Jy6 1gE (T7, InmunoCAP) 406 406
09ks_791| B03.016.002 Jlnins IgE (F87, ImmunoCAP) 418 418
09ks_792| B03.016.002 Exxa cGopuan IgE (G3, ImmunoCAP) 406 406
09ks_793| B03.016.002 3enenpiit nepeu IgE (F263, InmunoCAP) 418 418
09kn_794| B03.016.002 Hea IgE (T12, ImmunoCAP) 406 406
09xs_795| B03.016.002 Umbups IgE (F270, ImmunoCAP) 418 418
09xs_796| B03.016.002 Kaseun IgE (F78, ImmunoCAP) 869 869
09ks_797| B03.016.002 Kakao IgE (F93, ImmunoCAP) 796 796
09xs_798| B03.016.002 Kanbmap IgE (F258, ImmunoCAP) 406 406
09ks_799| B03.016.002 Kambana IgE (F254, ImmunoCAP) 418 418
(9kp_800| B03.016.002 Kanycra IgE (F216, ImmunoCAP) 406 406
09xke_801 B03.016.002 Kappwu IgE (F281, ImmunoCAP) 418 418
09ks_802| B03.016.002 Kaprodens [gE (F35, ImmunoCAP) 399 399
09xs_803| B03.016.002 Kenpossiii opex IgE (F253, ImmunoCAP) 885 885
09ks_804| B03.016.002 Kusn IgE (F84, InmunoCAP) 406 406
09ks_805| B03.016.002 Knen acenenuctnptii IgE (T1, InmunoCAP) 406 406
09xs_806| B03.016.002 Kosbe monoko IgE (F300, ImmunoCAP) 1006 1006
09xs_807| [B303.016.002 Kokoe IgE (F36, InmunoCAP) 632 632
09xs_808| B03.016.002 Komap IgE (171, ImmunoCAP) 418 418
09xp 809 B03.016.002 Kopuanap IgE (F317, ImmunoCAP) 418 418
|09k _811| B03.016.002 Kpanusa asyaomuas IgE (W20, InmunoCAP) 418 418




09s 812| B03.016.002 Kpacnaa cmopoauna [gE (F322, InmunoCAP) 418 418
09kp_813] B03.016.002 Kpesetkn IgE (F24, InmunoCAP) 406 406
09ks_814| B03.016.002 Kyxypysa lgE (F8, InmunoCAP) 406 406
09xs_815| B03.016.002 KymzyT /Sesame seed /Sesamum indicum IgE (f10, ImmunoCAP) 418 418
ﬂu”sm B03.016.002 Jlasposbiit nnet 1gE (F278, InmunoCAP) 418 418
09xs_817| B03.016,002 JleGena weuwesuuesnanan IgE (W15, ImmunoCAP) 406 406
09xs 818 B03.016.002 Jlewnna IgE (T4, InmunoCAP) 406 406
09xe 819 B03.016.002 JInmon IgE (F208, ImmunoCAP) 406 406
09xs 820| B03.016.002 Jlococs IgE (F41, ImmunoCAP) 406 406
09xs 821| B03.016.002 Jlyk IgE (F48, ImmunoCAP) 406 406
09xs 822|  B03.016.002 Maiiopan IgE (F274, InmunoCAP) 418 418
09@7823 B03.016.002 Manuna [gE (F343, ImmunoCAP) 406 406
09xs_824| B03.016.002 Mannapus IgE (F302, ImmunoCAP) 862 862
09xs_825| B03.016.002 Macauust IgE (F342, ImmunoCAP) 418 418
09ks_826| B03.016.002 Mén IgE (F247, HDA) 740 740
09ks_827| B03.016.002 Munaans IgE (F20, InmunoCAP) 406 406
09xs_828( B03.016.002 Monoko kunayenoe IgE (F231, InmunoCAP) 406 406
09xs 829| B03.016.002 Monoko xoposse IgE (F2, InmunoCAP) 618 618
09m.a 830| B03.016.002 Mo IgE (I8, InmunoCAP) 406 406
09xs_831| B03.016.002 Mopxkoes IgE (F31, InmunoCAP) 618 618
09ks 832| B03.016.002 Murennua IgE (F4 ImmunoCAP) 618 618
09xks_833| B03.016.002 Mopckas ceuHka, snuTenwii /Guinea pig epithelium IgE (e6, InmunoCAP) 406 406
09xs_834| B03.016.002 Msco unzeiikn IgE (F284, InmunoCAP) 406 406
09ks_835| B03.016.002 Msco kposmka IgE (F213, ImmunoCAP) 406 406
09xs_836( B03.016.002 Msta nepeunas IgE (F332, ImmunoCAP) 418 418
(I‘fh[s_SST B03.016.002 Mstauk nyrosoii IgE (G8, ImmunoCAP) 406 406
09xs 838 B03.016.002 Opanbdymut iiua nGal d2 IgE (F232, ImmunoCAP) 406 406
09xs_839| B03.016.002 Osomykouz siiua nGal d1 1gE (F233, ImmunoCAP) 399 399
09xp_840| B03.016.002 Orypeu IgE (F244, ImmunoCAP) 406 406
09xe_841| B03.016.002 Omysanunk o6bikHoBennsiii IgE (W8, ImmunoCAP) 406 406
09xs_842| B03.016.002 Opex Kewsio IgE (F202, ImmunoCAP) 418 418
09xe_843| B03.016.002 Tepeu IgE (F218, InmunoCAP) 418 418




09kB 844

B03.016.002 ['ycs, nepo /Goose Feathers 1gE (€70 ImmunoCAP) 632 632
09xp_845| B03.016.002 Kypuua, nepo /Chicken feathers IgE (¢85 ImmunoCAP) 406 406
09K:! 846| B03.016.002 Mepeuk IgE (F95, ImmunoCAP) 406 406
09ks 847 B03.016.002 [Mepxots kowkH IgE (E1, InmunoCAP) 618 618
U9k _848| B03.016.002 Iepxots cobaku IgE (ES, InmunoCAP) 618 618
09xs_849| B03.016.002 TMetpywxa IgE (F86, ImmunoCAP) 418 418
09xs 850| B03.016.002 [Moaconneunux IgE (W204, ImmunoCAP) 406 406
09xs_851| B03.016.002 TloneiHe o6bikHoBeHHas (yepHoObUIBHHK) IgE (W6, ImmunoCAP) 589 589
09xs 852 B03.016.002 IMpoco nocesnoe IgE (F55, ImmunoCAP) 418 418
098 853| B03.016.002 Puc IgE (F9, ImmunoCAP) 406 406
09«8 854| B03.016.002 Pomawka IgE (W206, ImmunoCAP) 418 418
09xs 855 B03.016.002 Capauna aansHesoctounan IgE (censap uBacn) (F61, InmunoCAP) 418 418
09xB 856| B03.016.002 Ceerna IgE (F319, InmunoCAP) 796 796
09«s_857| B03.016.002 Cenbaepeii IgE (F85, ImmunoCAP) 418 418
09ks 858| B03.016.002 Cesbab IgE (F205, ImmunoCAP) 319 319
0%ks_859| B03.016.002 Cens maxa IgE (F224, ImmunoCAP) 418 418
0%; 860| B03.016.002 CrymGpua IgE (F206, ImmunoCAP) 852 852
09xs 1047 B03.016.002 Cema nibHa [gE (F333, HdA) 740 740
09xks 1048 B03.016.002 Cewms noaconueunnka IgE (K84, HDA) 740 740
09ke_104 03.016.002 Cems Thikebl IgE (F226, HOA) 740 740
09k 10500 B03.016.002 Cems ¢enxens IgE (F219, HDA) 740 740
09xs 1051 B03.016.002 Cems wunosunka IgE (F330, UBA) 740 740
09xs_1052  B03.016.002 CkymGpna snonckas IgE (FS0,MMA) 740 740
09xe_1053]  B03.016.002 Conox IgE (F90, HDA) 740 740
09x8 1054 B03.016.002 Cnapxa IgE (F261, HDA) 740 740
09is 1055 B03.016.002 Cnepwma IgE (070, HDA) 740 740
09xe_105¢ B03.016.002 CradmaokokKoBbIit 2HTEPoTOKCHH A IgE (M80, HDA) 740 740
09xs_1057 B03.016.002 Cradunokokkosbiit auTepoTokenn B IgE (M81, MMDA) 740 740
09xs 1058 B03.016.002 CriBopoTouHblii anpGymun nBos d6 [gE (E204, HDA) 1510 1510
09xp 1059 B03.016.002 Tapaxan amepukanckuit IgE (1206, IDAY) 740 740
UU:;L;"!()(: B03.016.002 Tumodeenka nyrosas rPhl pl, rPhl pSb 1gE (G213, HDA) 1510 1510
09xe _1061] B03.016.002 Tunanua IgE (F414, HOA) 740 740




09xs_1062 B03.016.002 VYerpuua IgE (F290, HOA) 740 740
098 1063 B03.016.002 Macoms IgE (F15, HDA) 740 740
09xs_1064f B03.016.002 Dunnk IgE (F289, HOA) 740 740
098 1065  B03.016.002 Xnonok, HeoGpaborannas wuts IgE (01, HDA) 740 740
09x8_1068  B03.016.002 Lenuaxua IgE (MDA) MK 2885 2885
09xs_106G B03.016.002 Xmens IgE (F324, HOA) 740 740
09k 1067 B03.016.002 Lipernas kanycra IgE (F291, HBA) 740 740
09xs_1069  B03.016.002 Yumuiicknii nepey, IgE (F279, UDA) 740 740
0Yss 10701 B03.016.002 IWandpeii 1gE (F344, HOA) 740 740
09xs_1071]  B03.016.002 1adpan IgE (F331, HDA) 740 740
09x8_1072]  B03.016.002 [Hnuuar IgE (F214,MDA) 740 740
09ks_1073] B03.016.002 Okzema IgE (MMA) MK 5580 5580
091:1.;“1074 B03.016.002 Dnutennii ko3nl IgE (E80, HDA) 740 740
09ke 1075  B03.016.002 Onurenni M [gE (E71, HDA) 740 740
09xs_1076  B03.016.002 Onurenuii osusl IgE (EB1, HDA) 740 740
09ks_1077)  B03.016.002 Sn ocer wenroit IgE (15, HPA) 740 740
09k 1079 B03.016.002 Ao [gE (F245, UDA) 169 169
09xs_1078 B03.016.002 Sln ocet o6bikHOBEHHO# IgE (13, HDA) 169 169
09ks_ 10800 B03.016.002 Slcens amepukanckuit IgE (T15,HPA) 740 740
9ke 1081]  B03.016,002 Slcens soicoxuii IgE (T25, HDA) 740 740
09«8 1082 B03.016.002 Apaxuc rAra h8 PR-10 IgE (F352, HDA) 1510 1510
09xs_1083] B03.016.002 Bepésa rBet v 1 PR-10 IgE (T215, HDA) 1510 1510
09xs 1084 B03.016.002 Bepésa rBet v2, rBet vd IgE (T221,HDA) 1510 1510
09xp_1085 B03.016.002 Konans6ymun aiina nGal d3 IgE (F323, HDA) 1510 1510
‘n‘)xu"IUS( B03.016.002 JInzoumm situa nGal d 4 [gE (K208, HDA) 1510 1510
09xs_1087 B03.016.002 MHHOPHBIE KOMMOHEHTBI MBUILLE! H NPOAYKTOB pacTHTeNbHOro npoucxoskaenns IgE (G214, UDA) 1510 1510
09xs_1088 B03.016.002 [onsmb nArt vl IgE (W23 1, HDA) 1510 1510
09xs_108 B03.016.002 Monwisb nArt v3 LTP IgE (W233, HPA) 1510 1510
09xs_10901  B03.016.002 Cosn rGly md PR-10 IgE (F353, HDA) 1510 1510
09ks_1091]  B03.016.002 Aprukauiw/ynsTpakans (c68) nexapcrsa, IgE 463 465
09x8 1094 B03.016.002 JInnokaun/keunokaun (c82) nekaperTserHbie amneprensl, IgE 465 465
09xs_1092  B03.016.002 AmoxcHunnnH (¢6) nekapernsa, 1gE 465 465




09xs_1093]

B03.016.002

JluknoeHak (¢79) nexapeTBeHHBIE amneprersl, IgE 465 465
09xs 1095 B03.016.002 Hosokant/mpokauH (c83) nexkapcreHHbie amieprenst, [gE 465 465
09xe_109¢ B03.016.002 Tapauetamon (¢85) nekapcTaenubie anneprensl, IgE 465 465
098 1097 B03.016.002 Auanbrud/Gapansrius/Meramuson (¢91) nexaperpennbie aaneprensi, IgE 465 465
09ks_1098 B03.016.002 OKCAUH/LTHH, JIEKAPCTBEHHbIE anneprensl, IgE 465 465
098 1099 B03.016.002 MeTtponnaason (¢153) nekapeTBerHble anaeprexel, 1gE 465 465
09ks 11000 B03.016.002 Linnpodinokcaunn (c108) nekapctsennsie auieprens, IgE 321 321
09xp_1101]  B03.016.002 Odnokcauns (c118) nexapcTsennbie anneprensl, IgE 321 321
[Mocen Ha GeTa-reMONHTHYECKHE CTPENTOKOKKH TPyitel A (Streptococcus pyogenes) ¢ onpeieneHnem
Unmazok_7d[  B03.016.002 YYBCTBHTEJIBHOCTH K aHTHOHOTHKAM 212 212
9masok_74]  B03.016.002 [Toces Ha GeTa-reMonuTHUECKHiT cTpenTokokk Cpynnsl B (Streptococcus agalactiae) 195 195
Toces Ha HeTa-reMoOAMTHYECKHI CTPENTOKOKK rpynnbl B (Streptococcus agalactiae) ¢ onpenenenuem
9masox_75 B03.016.002 MYBCTBHTEJILHOCTH K AHTHOHOTHKAM 263 263
9masok_75  B03.016.002 TMoces ua aurepmo (Corynebacterium diphtheriae) (Ge3 uyscTBHTEILHOCTH) 151 151
9Imazok 75 B03.016.002 IMoces 1a kormow 1 napakokmouw (Bordetella pertussis, Bordetella parapertussis) 361 361
INoces Ha nuctepnos (L.monocytogenes) ¢ onpeseieH1em YyBCTBHTEILHOCTH K AHTHOMOTHKAM(pactuHpeHnbii
9masok_75  B03.016.002 CnekTp AHTHOHOTHKOB) 192 192
09«8 273 B03.016.002 DPHTPONOITHH 282 282
09xe 275| B03.016.002 Octpanmon (E2) 85 85
09xs_276| B03.016.002 ITporecTepoH 98 98
09ks_277| B03.016.002 TecrocTepoH 0BmHi 237 237
09ke 278  B03.016.002 [noBynun, caa3siBalowKii nonoseie TopMonsl (FCTIC) 484 484
09ks_279| B03.016.002 Jleruapoansanapocrepo cynbpat (JIMA-cynbar) 158 158
09ks_280| B03.016.002 17-ruapoxeHnporectepo (17-OH-nporectepon) 183 183
09xs 281 B03.016.002 AHIPOCTEHIHOH 282 282
09xs_282| B03.016.002 AHIPOCTEHIHONA ITIOKYPOHHA 698 698
09xn 283 B03.016.002 Mnpexc ceoboanoro Tectoctepona (FCIT+TectocTepoH 0buLmii) 609 609
09xs_284| B03.0106.002 TectocTepon cBOBOANBIH 352 352
09ks_285| B03.016.002 JIHrHApOTECTOCTEPOH 472 472
09kp_287| B03.016.002 AHTHMION/IEPOB ropMoH (AMI) 947 947
09xs_288| B03.016.002 WurunGun B 1240 1240
09xs_290| B03.016.002 TMpenatanbubiii ckpuauar, L tpumectp (10-13 nenens) - PRISCA | (rpeGyeTcs 3anonnenue anxets + Y3H) 823 823
09ks_291| B03.016.002 IMpenatansusiii ckpununr, 1 tpumectp (14-20 nenena) - PRISCA 11 (1pefyercs 3ano/iHeHHe aHKeThl + Vi) 800 800
09k 292| B03.016.002 O6wmit b-XI'Y 182 182
09x8_293| B03.016.002 Ceoboauan cybbeannmua b-Xr4 129 129




09kB 294

B03.016.002

[TnaueHTapHeIii TAKTOTEH 415 415

09xs_295| B03.016.002 Detpuon ceoboausiii (E3) 273 273
09ks 296| B03.016.002 AccounnpoBaHHbIi ¢ GepeMeHHOCTBI0 TIasMeHHbii Genok A (PAPP-A) 1076 1076
09kp_298| B03.016.002 Tucramun 618 618
09k 302| B03.016.002 Butamuu A (peTHHON) 1334 1334
09kp_303| B03.016.002 Butamuu D2 (25-OH D2) 1407 1407
09xs_304| B03.016.002 Buramun D3 (25-OH D3) 1407 1407
09xs_305| B03.016.002 Konuentpauus metabonuta Butamuna D3: 1,25-auruapoken D3 1480 1480
09xs_306| B03.016.002 Konuenrpauua merabonura Buramnna D3: 24,25-nuruapoken D3 1480 1480

KomnsekcHoe onpeaenenue KonueHTpauuy Metabonutos Buramuna D3: 1,25-quruapoken D3 w 24,25-
09xs_307| B03.016.002 AuruapokcH D3 2644 2644
Komnnexcnoe onpeaenexue konueHTpauus Butamuna D w ero metaGonutos: 1,25-OH D3, 25-OH D3, 25-OH D2,
09xe 308 B03.016.002 24,25-OH D3 4680 4680
09xs 309 B03.016.002 Onpenenenne koHueHTpaLmu obimero Butamuua D (25-0H-D2 1 25-0H-D3) B kposH, cyMMmapHbiii nokasarenb 1480 1480
Komnnexcublit ananus kposu Ha Buramuue: rpynnet D (25-OH-D2 u 25-OH-D3), netanusnpopantoe
09xs 310( B03.016.002 HCCTIENIOBAHHE 2690 2690
09ke_311| B03.016.002 Buramus E (tokodepon) 1334 1334
09ks_312| B03.016.002 Buramun K1 1334 1334
0%s 313 B03.016.002 Butamun K2 (MK4) 1334 1334
09ks 314| B03.016.002 Buramun K2 (MK7) 1334 1334
09xs_315| B03.016.002 Buramun K3 1334 1334
09xs_316| B03.016.002 KonuuecTsennoe xoMIueKcHoe onpeieneHne BurTamunon rpynne K: K1, K2 (MK4), K3 3226 3226
09xs_317| B03.016.002 Butamus B1 (THamun) 1334 1334
09xs_318] B03.016.002 Butamun B2 1334 1334
09xs_319{ B03.016.002 Buramun B3 (kuaunHa) 1334 1334
09ks_320| B03.016.002 Buramun B3 (HukoTHHaM#H1A) 1334 1334
Ooks 321 B03.016.002 Buramuu B3 (nanToteHosas Kucaota) 1334 1334
09xe_322( B03.016.002 Buramuu B6 (Pyridoxic Acid (PA)) 1334 1334
09ks_323| B03.016.002 Butamuu B6 (Pyridoxal 5-Phosphate (PLP)) 1334 1334
09 Jlaboparopus

9 567 B03.016.002 AwutHTena k so3byantemo onuctropxosa IgG (anti-Opisthorchis felineus IgG) 307 307

9 508 B03.016.002 Antutena k nambansm IgM (anti-Giardia lamblia [gM) 187 187
091 B03.016.006 OBt (KIHHHYECKHI) aHATH3 MOMH 101 101

PeTkynounTe
09k 17 B03.016,001 65 65
Jlefikountapuas dopmya (MHKPOCKOMHA)
09ks_18 B03.016.001 109 109




OcMOTHUYECKAsA CTOHKOCTE SPHTPOLIMTOB (aneMus)
09xs 19 | B03.016.001 518 518
TMoacuer TpomGounTos no Metoay PonHo
09xs 20 | B03.016.001 157 157
Onpenenene reTepoduIBLHEIX AHTHTET (AMArHOCTHKA HH(PEKLIMOHHOTO MOHOHYKJIE03a)
09xe_21 B03.016.001 384 384
Onpeaenenne MeTreMornobuHa
0Yks_22 B03.016.001 243 243
Onpenenerne kapbokeHreMornoduxa
| 09xs 23 | B03.016.001 243 243
Knunuueckuii ananus kposw pasgepuytsiii (5-diff + nefikodopmyna npn naronorun + COD + peTHKYIOLKTHI)
0% 14 B03.016.001 217 217
JleiixouurapHas opmyna (MHKPOCKOTHA)
09kB_15 B03.016.001 246 246
CkopocTs ocepanus aputpounros (COD) no Becreprpeny
09ks_16 1503.016.001 69 69
Bpema ceeprhiBaua kpopx no Cyxapesy
09xk_3 B03.016.001 80 80
Bpema kposoteyenns no [lyke
09kk_ 4 B03.016.001 90 90
[M10K03a B KATHILIAPHOIT KPOBH
09kk_6 B03.016.001 80 80
pynna kposu (ABO)(kanuanapxas Kposb)
09k 7 B03.016.001 90 90
Knuunuecknit ananus kposu (5-diff) (kanwumnapHas kposs)
09kk_8 B03.016.001 70 70
K AHHHYECKHT aHATHI KpoBH passepnyTeiii (5-diff + nefikodopmyna npu natonoruu + COD + peTHKYNOUMTI)
09xk_9 B03.016,001 217 217
JleitkounTaphasn gopmyna (MEKPOCKONHA) (KATTHIAPHAS KPOBL)
09xk_10 B03.016.001 100 100
Pesyc akrop (KanHIIAPHAA KPOBL)
09kk_11 B03.016.001 90 90
OOwmit (KIMHHYUECKAN) aHAIH3 MOUH
09m 26 B03.016.006 101 101
Hcenenosanue Moun Metoom Heunnopenxo
09wm_27 B03.016.006 78 78
HceneaoBaHue MOYH METOA0M 3HMHHUKOTO
| 09s_28 B03.016.006 262 262
Tpexcrakannaa npoda (1 nopuns)
09m_29 B03.016.006 101 101
Tpexcrakannad npoda (2 nopums)
09 30 B03.016.006 101 101
Tpexcrakanuas npoda (3 nopuma)
09m 31 B03.016.006 101 101
B03.016.010
09k_33 KauuuyeckHil aAHAH3 Kana (Konporpamma) 128 128
B03.016.010 Hcenenonanue cockoda Ha 3nTepobuo3 (aitua octpru) no PaGunosunyy
09x_34 62 62
B03.016.010 OOnapyskeHHe NPOCTERIIHX B Kaje
09k 35 82 82
B03.016.010 Hcenenosanue Kana Ha AiUa ¥ THYHHKH reNEMHHTOB
09% 36 82 82
B03.016.010 Hccnenobanse kana Ha npocteiiiune u aifua rensMunTos cucremoii PARASEP
09k 37 215 215
AHa3 KANa Ha CKPHITYIO KPOBE (HCCNIEN0BANHE Ha TEMOTJIODAH H TEMOTIO0HI/TANTOTIOOHHOBLIA KOMILIEKC
B03.016.010 (Colon View)
09x_39 586 586
B03.016.010 Viccrienobanue Kana Ha CKPHITYIO KpoBb (nccaenopanne na remornobun FOB Gold)
| 09k 40 654 654
B03.016.010 Wceneposanue Ha aamGnun (Giardia lamblia) (anturen B kane)
09x 41 559 559
9 452 B03.016.002 Awutntena k pupycy renatura D (anti-HDV), cymmaprmie 515 515
9 453 B03.016.002 Amnturena k supycy renarurta D IgM (anti-HDV IgM) 515 515




09 375

B03.016,001

Anrurena x oanocnipansroii JJHK (anti-ssDNA) 638 638
L9 380 B03.016.001 Aurunykneapusiii paktop (AH®) na HEp-2 knetounoit aunnmn (HPHD) 462 462
9 499 B03.016.002 Antntena K Tokcorwasme IgM (anti-Toxo IgM) 340 340
Vccnenosanne na Helicobacter pylor (aHTATEH B Kajie)
B03.016.010
09x_42 374 374
B03.016.010
09k_43 680 680
09¢_691 | B03.016.006 JHK Ypeannasmst ypeanutukysm (Ureaplasma Urealyticum) (cockod) 156 156
098 692 B03.016.002 JIHK ¥peannasmer ypeanutikys (Ureaplasma Urealyticum) (kpoes) 291 291
09m 693 [ B03.016.001 JIHK Ypeannaims ypeanutukym (Ureaplasma Urealyticum) (kposs) 173 173
09¢ 693 B03.016.001 JIHK Muxonnasmbl xomunne (Mycoplasma hominis) (cocko6) 157 157
09m_696 | B03.016.001 JIHK Mukonnasmel xomunue (Mycoplasma hominis) (moua) 174 174
B03.016.010
09¢_697 JIHK Mukornnasml reuntannym (Mycoplasma genitalium) (cockoG) 157 157
09 698 | A12.05.001 JIHK Muronnasmsl renntaninym (Mycoplasma genitalium) (moua) 174 174
09¢ 699 | B03.016.002 JTHK Mukonnasma nuesmonn (Mycoplasma pneumoniae) (cockoB) 592 592
09 700 B03.016.002 JIHK Muxonnaima niesmons (Mycoplasma pneumoniae) (MokpoTa) 607 607
09 701 B03.016.002 JIHK Muxonnasma nuesmonu (Mycoplasma pneumoniae) (cona) 593 593
09c_703 B03.016.002 JIHK CrpenTokokk nueBMonms (Streptococcus pneumoniae) (MHeBMOKOKK) (60CKOD SMHT.KiI. U3 HOCOMIOTKH) 284 284
B03.016.010
09¢ 704 JIHK Ctpentokokk nuesmonms(Streptococcus pneumoniae) ( HKK) (COCKOD INKUT.KI.H3 POTOTNOTKH) 285 285
09 705 B03.016.002 JHK Crpentokoxk nuorekHblii (Streptococcus pyogenes) (SGA) (c/ona) 230 230
09c_707 B03.016.001 JTHK remoduasHoii nanouks (Haemophilus influenzae) (cocko 3muT. KA. #3 HOCOMNOTKH) 292 292
09¢c_708 | B03.016.006 JTHK remodpmnshoit nanouky (Haemophilus influenzae) (cockod anur.xil. #3 poTOrnoTkH) 293 293
09 710 B03.016.002 JIHK Bo3Gyamtens kokmowa (Bordetella spp., Bordetella pertussis, Bordetella bronchiseptica) (cnona) 426 426
JIHK Bo36yantens koxmowa (Bordetella spp., Bordetella pertussis, Bordetella bronchiseptica) (cocko8 snut.ki. u3
09¢ 711 B03.016.002 HOCOT/IOTKH) 433 433
- JIHK po3Gyantens kokmoma (Bordetella spp., Bordetella pertussis, Bordetella bronchiseptica) (cockod anuT k. w3
09 712 | B03.016.002 POTOrNOTKH) 434 434
Boabyurens xnewessix udexumit (JIHK/PHK) - 4 Boabyantens: kiewesoi nuedanut, Goppennos, aHaniasmos,
09xs_714| B03.016.006 IPIAHXHO3 (KpoBb) 520 520
Onpenenenne po3dyauteneit OKH
09kan 716 B03.016.002 (Shigella,Salmonella, Campylobacter, Adenovirus, Rotavirus,Norovirus, Astrovirus, Enterovirus) 908 908
Onpenenenne osdyauteneit OKH
09¢ 718 | B03.016.002 (Shigella,Salmonella,Campylobacter, Adenovirus, Rotavirus, Norovirus, Astrovirus, Enterovirus) 159 159
09ks_721| B03.016.0G1 T'eHOHArHOCTHKA aApeHOreHKTaNbHoro crpapoma (11 mytauns B rene CYP21A2) 4180 4180
(09ks_723| B03.016.002 Cunapon Huabepa - paciunpenisiit, 3 nonuvopusma s rene UGTIAL (UGTIA1*28; UGTTAT*6; 156742078) 1561 1561
B03.016.010 Kanuit (K+)
09 171 45 45
. B03.016.010 Xaop (Cl-)
09 172 44 44
B03.016.010 Mcenenopanue ypoBHA 3NCKTPOTHTOB (KAIHiL,HATPHIL,X0P)
09 173 100 100
B03.016.010 Kanbumii obwmii (Ca)
09 174 36 36




09 667 B03.016.006 PHK supyca rpunna A (Influenzae A) (MokpoTa) 692 0 692

09 657 B03.016.006 Onpeaenenne PHK OPBH (cmona) 989 0 989
09¢ 653 | B03.016.006 JIHK napsosupyca (Parvovirus B19) (cockof 3nur.k1.H3 HOCOTIOTKH) 178 0 178
09k8_634| B03.016.006 JHK Bupyca repneca 6 Tuna (HHVG) (kpoBb), KonHuecTeHHbIHA TecT 409 0 409
09 671 B03.016.002 PHK supyca rpunna A, B (Influenzae A, B) (mokpora) 677 0 677
09 647 B03.016.002 PHK Bupyca kpactyxs (Rubella virus) (cmona) 380 0 380
Uusm 639 [ B03.016.002 JHK supyca repneca 8 tuna (HHV 8) (moua) 194 0 194
09ks_638| B03.016.006 Onpeaenenne PHK OPBH (cnona) 182 0 182
09¢ 636 | B03.016.002 JIHK Bupyca repneca 6 tuna (HHV6) (cockoB), KonH4ecTBEHHBIH TecT 355 0 355
09_635 B03.016.002 JIHK Bupyca repneca 6 tuna (HHV6) (cmona), KonHuecTBeHHbIH TecT 361 0 361
09kan 676 B03.016.002 PHK porasupyc (Rotavirus A, C) xauectpenHblii TecT 482 0 482
09 669 B03.016.006 PHK supyca rpunna B (Influenzae B) (mokpora) 931 0 931
09“ 632 B03.016.002 JIHK Bupyca repneca 6 tuna (HHV6) (cmoua) 363 0 363
09¢ 662 | B03.016.002 PHK supyca rpunna A tuna H3N2 (Influenzae H3N2) (cocko6) 788 0 788
09 663 B03.016.001 PHK supyca rpunmna A tuna H3N2 (Influenzae H3N2) (mokpota) 984 0 984
09¢c_652 | B03.016.002 JIHK napsosupyca (Parvovirus B19) (cocko6 3MHT.K/1.H3 POTOT/IOTKH) 177 0 177
9¢ 664 303.016.002 PHK supyca rpunna A tuna H5N1 (Influenzae H5N1) (cocko6) 676 0 676
09kan_642)  B03.016.002 PHK suteposupycos uenoseka (Human enterovirus) (kam) 520 0 520
09 651 B03.016.000 JIHK napsosupyca (Parvovirus B19) (cmona) 169 0 169
09 633 B03.016.001 JIHK Bupyca repneca 6 tuna (HHV6) (Guonoriueckan #nAKOCTh APyTas) 359 0 359

ANTHTENA K AACPHEIM AHTHICHAM ANA Detect (15G)- anTHiyrieaphbii axtop (ds DNA, ss DNATSSASZ, ~60; 551
B, RNP/Sm, -70, -A, -C; Sm-BB, -D, -E, -F, -G; Scl-70, Jo-1; Hykneocomsr; ructon H1, -2A, -2B, -3,-4; PM-Scl-

09 379 A12.05.023 100, 443 0 443
09 640 B03.016.002 JIHK Bupyca repneca 8 tuna (HHV 8) (cmona) 183 0 183
09 658 A12,05.121 Onpenenenie PHK OPBH (apyras G4o/0run4eckas KHIkocTh) 981 0 981
09¢_668 B03.016.010 PHK supyca rpunna B (Influenzae B) (cockod) 909 0 909
0Y¢ 660 B03.016.010 PHK supyca rpunna A Tuna HIN1 (Influenzae HIN1) (cocko6) 979 0 979
09 650 B03.016.010 JIHK napsosmpyca (Parvovirus B19) (Gnonoruueckan ;HAKOCTb Apyras) 169 0 169
09xs_644| B03.016.010 PHK supyca kpacHyxn (Rubella virus) (kposb) 481 0 481
09x 0631 B03.016.010 JIHK Bupyca repneca 6 tuna (HHV6) (moua) 126 0 126
09 687 B03.016.010 JIHK Xnamunoduna nuesmonu (Chlamydophila pneumoniae) (coHa) 605 0 605
09 672 B03,016.006 PHK pupyca rpunma A, B (Influenzae A, B) (Buonoruiueckan wHAKOCTh apyras) 672 0 672
09¢ 670 | B03.016.006 PHK supyca rpunna A, B (Influenzae A, B) (cocko6) 653 0 653

09¢_666 |  B03.016.006 PHK eupyca rpunna A (Influenzae A) (cockof) 1035 0 1035




09 665 B03.016.006 PHK supyca rpunna A tuna HSN1 (Influenzae HSN 1) (mokpora) 677 677
09 661 B03.016.006 PHK Bupyca rpunna A tuna HIN I (Influenzae HIN 1) (mokpoTa) 808 808
| 09 656 B03.016.006 Onpenenenne PHK OPBH (mokpoTa) 1000 1000
09 655 | B03.016.006 Onpenenenne PHK OPBH (cocko6) 1135 1135
09¢c 629 B03.016.006 JIHK Bupyca repneca 6 tuna (HHVG6) (cockof) 355 355
09_623 B03.016.006 JIHK Liutomeranosupyca (CMV) (GHonornueckasn ;kHIKOCTh APyTas) 176 176
09y 0690 [ B03.016.006 JIHK ¥peanna3smer napsys (Ureaplasma parvum) (moua) 172 172
09c_689 | B03.016.006 JIHK Ypeannaimer napsym (Ureaplasma parvum) (cocko6) 155 155
09_686 B03.016.006 JHK Xnamupodmna nuesmonu (Chlamydophila pneumoniae) (Mokpora) 607 607
| 09 604 B03.016.002 JIHK supyca Bapuuenna-3ocrep (VZV) (kposs) 192 192
09 606 B03.016.002 JIHK supyca Bapuuenna-3octep (VZV) (cocko0 3nMT.KI1 W3 HOCOTJIOTKH) 163 163
e 607 B03.016.002 JIHK supyca Bapuuenna-3octep (VZV) (cocko 3MHT. KI. H3 POTOTIOTKH) 163 163
09¢_609 B03.016.002 JIHK supyca Dnwreiina-bapp (EBV) (cockod) 159 159
09ks_610| B03.016.002 JHK supyca Dnuireiina-Bapp (EBV) (kposs) 312 312
09m 6L B03.016.002 JIHK supyca Snmreina-bapp (EBV) (moua) 172 172
09 612 B03.016.002 JHK supyca Inwteiina-bapp (EBV) (Guonoriueckas KuakocTh) 192 192
09 613 B03.016.002 JIHK supyca Dnwreitna-bapp (EBV) (cmona) 170 170
09ks_614| B03.016.002 JIHK supyca Snwreiina-bapp (EBV) (kposb), KoJM4ecTBeHbI TecT 446 446
09m_615 B03.016.002 JIHK pupyca Snwreiina-Bapp (EBV) (Moua), KonnuecTBenHblii TecT 450 450
09¢_616 | B03.016.002 JTHK supyca Dnwreiina-bapp (EBV) (cockof), k01HeCTBEHHBIA TeCT 406 406
09 617 B03.016.002 JIHK supyca Onwreiina-bapp (EBV) (cuona), konuuecTseHHblil TeCT 434 434
09 619 B03.016.002 JIHK Llutomeranosupyca (CMV) (cockob) 166 166
09 _620 B03.016.002 JHK Liutomeranosupyca (CMV) (cimona) 176 176
| 09kn 621 B03.016.002 JHK Uutomeranosupyca (CMV) (kposs) 302 302
09M 622 | B03.016.002 JIHK [utomeranosupyca (CMV) (moua) 179 179
09kB_566| B03.016.002 Antitena K ackapuaam 1gG (anti-Ascaris lumbricoides 1gG) 184 184
09ks_565| B03.016.002 Awurnrena k sxunokoxky lgG (anti-Echinococcus 1pG) 310 310
(19ks_564| B03.016.002 Anturena k tpuxunennam IgG (anti-Trichinella spiralis 1gG) 307 307
09k8_563| B03.016.002 AmnTntena k Tokcakape IgG (anti-Toxocara IgG) 311 311
09xs_561| B03.016.002 Anrurena x kanauie ansOuxanc IgG (anti-Candida albicans 1pG) 167 167
|09kB_560| B03.016.002 AnThTena k acnepriies pymuratyc IgG (anti-Aspergilius fumigatus 1gG) 187 187
09xs_558| B03.016.002 AwTHTena k 8036yanTensm Gprowsoro Tda, O-anture (anti-Salmonella typhi, O-ag), cymmapHbie 740 740




098 557| B03.016.002 AHTHTENA K Bo30yaTenaM Gprowmnoro Thda, Vi-anturen (anti-Salmonella typhi, Vi-ag), cymmapubie 108 108
09kp 555| B03.016.002 Antutena K wurenne 3ouue (amsentepus) (anti-Shigella Sonnel),cymmapHbie 397 397
09k8_554| B03.016.002 Aututena k wepennun snteponuruka O3; 09 (PIICA) (anti-Yersinia enterocolitica), cymmapHbie 258 258
09k8_553| B03.016.002 AHTHTEJ1a K HepcHHUH nicesloTybepkynesa IgG (anti-Yersinia pseudotuberculosis 1pG) 136 136
09xe_551| B03.016.002 AHTHTeNA K Bo30yauTemo cronbuaka lgG (anti-Clostridium tetani IgG), KonHyecTBEHHOE ONpeAeeHHe 170 170
9 623 B03.016.002 JHK Linromeranosupyca (CMV) (Guonoruueckan skHIKOCTb Apyras) 176 176
09 631 B03.016.002 JHK Bupyca repneca 6 tuna (HHV6) (moua) 126 126
09p_549| B03.016.002 Anturena k gurepuiinomy anatokenny lgG (anti-Diphteria Toxoid 1gG) 174 174
09ks_547| B03.016.002 AnTHTena k Gpyuennam IgG (anti-Brucella spp. 1gG) 156 156
09ks_546| B03.016.002 Antnrena k 6pyuesnan [gM (anti-Brucella spp. 1gM) 156 156
B03.016.010 Hccnenopanue Ha npoctefitme (AAMOMHH, aME0bl, KPUNTOCTIOPHIHH) (AHTHIEH B Kae)
09x_47 1262 1262
Fcciie0Banne Ha TOKCHHB] A/B BO30YIHTENA AHPHLHAILHOTO KIOCTPHARO3 {Clostridium difficile) (aHTHICH B
B03.016.010 Kane)
09%_46 1053 1053
B03.016.010 Hccaenopanue Ha HOPOBHPYC (AHTHIEH B Kase)
09k 44, 2451 2451
B03.016.010 Mceneposanue Ha aeHOBHPYC, POTABMPYC (AHTHIEN B Kane)
09k 45, 449 449
- B03.016.010 Hcenenosanue natoreHuoi kumeyrod nanouku E.Coli O157:H7 (anTuren B xane)
09k 48 776 776
B03.016.010 MHUKPOCKONHUECKOE HCC/IE10BAHHE MOKPOTHI Ha MukoGaxTepun (Mycobacterium spp.)
PMOKpOTa 265 265
B03.016.010 Knunmueckuii ananns moxpotsl (¢ KYM)
Patorpora 186 186
B03.016.010 MHUKPOCKONHUECKOE HCCIE0BAHME MATKA CO CHIHCTON 06010MKH HOCA (PHHOLMTOrPAMMA)
09 53 61 61
B03.016.010 MuKpocKonH1ecKkoe HeeedoBaHHE Ma3Ka Ha dropy (snarannuie)
09 54 91 91
B03.016.010 MHKPOCKOMHYECKOE HCCEA0BAHME "TONCTOM KAIH" 1 "TOHKOTO" Ma3Ka KPOBH HA MATAPHITHBIA NAIMOIHIE
09 58 ? 218 218
B03.016.010 MHUKPOCKONKHYECKOE HCC/IEI0BAHKE Maka Ha (iopy (UepBHKaNbHBIH KaHas)
09_55. 91 91
B03.016.010 MHUKpocKonHyeckoe HeeaeoBaHKe Malka Ha Gropy (ypetpa)
09_56 91 91
B03.016.010 MHUKPOCKOTIHYECKOE MECTIEN0BANIE "TOICTOM KanaK" M "TOHKOTO" MA3Ka KPOBH HA MANAPHIAHbIN nAA3MOoaHi
09 59 231 231
B03.016.010 AHTHEEHbL MANAPHITHOTO Nnamoaus (P.malariae, P falciparum, P.vivax)
09 60 443 443
B03.016.010 CraHnapTHas KoarynorpaMma
09 62 202 202
B03.016.010 AKTHBHPOBaHHOE YacTHuHOE TpomBomiacTHkoBOE Bpema (AUTB)
09 63 47 47
B03.016.010 IMpotpomBunosoe Bpewms ¢ pacuetom MHO
09 64 56 56
1303.016.010 Dubpunoren
09 65 50 50
b B03.016.010 TpomGutosoe epems (TB)
09 66 51 51
B03.016.010 TpomGunosoe spema (TB)
09 67 73 73
B03.016.010 Jl-nmmep
09 68 187 187
B03.016.010 Maktop ceepreiBaemoctd 11, mpoTpoMBEHH
09 69 349 349




B03.016.010

¢a!<‘rop CBEPTHIBAEMOCTH V, aKTHBHOCTB B KpOBH

09 70 271 271
PaKTOp CBEPTHIBAEMOCTH VII, AKTHBHOCTH B KDOBH
B03.016.010
09 71 450 450
B03.016.010 Buramun B6 (nupuaokcun)
09 324 1334 1334
B03.016.010 DakTop cBEPTHIBAEMOCTH X, AKTHBHOCT B KPOBH
09 74 339 339
B03.016.010
DR 242 242
MAKTOp CBEPTLIBAEMOCTH X, AKTHBHOCTH B KPOBH
B03.016.010
09 73 292 292
B03.016.010 MaxTop ceproiBaemocTi X1, aKTHBHOCTL B KPOBH
09 75 650 650
B03.016.010 aktop ceepreiBaeMocTH X1, AKTUBHOCTL B KPOBH
09 76 557 557
B03.016.010 ®axtop Bunnebpanna, anturen (VWF)
09 77 1035 1035
DPaxrop Bumnebpanaa Reo {pHCTOUCTHH-KOPAKTOPHAA AKTHBHOCTD)
B03.016.010
09 78 712 712
AKTHBHOCTD)
B03.016.010
09 79 430 430
B03.016.010 Mpotenn S
(. 80 1283 1283
B03.016.010 MpoTenn S cooboanbii
09 81 850 850
B03.016.01¢ AHTH Xa-aKTHBHOCTh
09 82 867 867
B03.016.010 [Tnasmunorex
09 83 281 281
B03.016.010 BomiaHo HbIi AHTHKOArYIAHT (CKPHHHHT)
09 84 179 179
B03.016.010 O6uuit benok
09 87 35 35
B03.016.010 Benkosbie dhpakumn
09 88 290 290
B03.016.010 AnbOymMHuH
0" 89 35 35
B03.016.010 CoMouscTeHH
09 80 347 347
B03.016.010 [peansOymux
09 91 133 133
B03.016.010 I'mokosa
09 93 35 35
B03.016.010 [710K032a B KaNWUIAPHOH KPOBH
09 94 87 87
B03.016.010 InukMpoBanHbIi reMorno0HH Alc
09 95 167 167
B03.016.010 Hupexc HOMA
09 96 240 240
B03.016.010 Jlakrar (MOJIOMHAA KHCIOTA)
0" 97 183 183
B03.016.010 DpyKTOIaMHH
09 98 103 103
B03.010.010 Xoaecrepun
09 100 37 37
09ks 624| DB03.016.001 JIHK Lntomeranosupyca (CMV) (kpoBb), KONHUECTBEHHBIN TeCT 469 469
09m_625 | B03.016.002 JHK Lnromeranosupyca (CMV) (Moua), KOTHUECTBEHHDIIT TECT 450 450
09¢_626 | B03.016.002 JIHK Lutomeranosupyca (CMV) (cockol), konuuecTsenblii TecT 406 406
09 627 B03.016.0006 JIHK Llutomeranosupyca (CMV) (cioHa), KOJIHYECTBEHHBII TeCT 437 437




09 630 | B03.016.002 JHK Bupyca repneca 6 tuna (HHV6) (xposs) - 396 396
| 09z 645 | B03.016.001 PHK supyca kpachyxu (Rubella virus) (cockod smuT.K1.H3 HOCOrNOTKH) 410 410
B03.016.010
09¢ 646 PHK pupyca xpachyxu (Rubella virus) (cockob 3nuT.k1.H3 poTOrioTKH) 389 389
B03.016.010
09m_725 [oces MouH Ha (hriopy (Ge3 HyBCTBHTETBLHOCTH) 129 129
09m_726 | B03.016.006 ITocen MO'H Ha (ROpy ¢ oMpeaeneHHem Uy BCTRHTETLHOCTH K aHTHOHOTHKAM 143 143
Toces Moum Ha UIOPY ¢ ONPEAENIEHHEM HYBCTBHTEILHOCTH K aHTHOHOTHKAM (PACIIMPEHHBIA CMIEKTp
09u 727 | B03.016.000 AHTHBHOTHKOB) 192 192
Toces Mo Ha MUKpOQIOPY ¢ ONpeie/eHHEeM HyBCTBHTETLHOCTH K AHTHOHOTHKAM (PacuIMpeHHbIN CreKkTp
09u 728 | B03.016,002 AHTHOHOTHKOB + 10A00P MHHHMAIBHOI 3IeKTHBHOIT 103b1) 280 280
09m 729 | B03.016.002 TTocer MOUH Ha h10py © ONpeeneHHeM YyBCTBHTENBHOCTH K DakTepuoaram 106 106
| 09 730 | B03.016.002 [Tocen Mo'H Ha (Iopy C ONpejieleHHeM YYBCTBHTEILHOCTH K AHTHOMOTHKAM, GakTepHo(param 167 167
TMoces MOuH Ha (PAOPY © ONpeeneHHeM Yy BCTBHTEIBHOCTH K aHTHOHOTHKAM (PACLUHPEHHbIT CIeKTp
09m_73i [ B03.016.002 aHTHOHOTHKOB), GakTeprodaram 212 212
[Moces Mouu Ha (opy ¢ ONpeAeIeHHEM Y BCTBUTEIBHOCTH K AHTUOHOTHKAM (PaclunpeHHblii cnekTp
09m 732 [ B03.016.002 AHTHOHOTHKOB + MoaGop MuHHManLHO ddpexTHBHOM 203b1), BD 300 300
IMoces Ha MukpodIOpy ¢ ONpeieneHHeM HyBCTBHTEIBHOCTH K AHTHGHOTHRAM (paclinpenHbIit cnekTp
09 736 B03.016.002 aHTHOHOTHKOB), DaxTepuodaram 534 534
[Moces Ha Bo30yanTeneii kuie HbIX HH(eKLHI ¢ onpeneneHHeM YYBCTBHTENBHOCTH K aHTHOHOTHKAM
09 738 B03.016.002 (pacluHpeHHBbL CNeKTP AHTHOHOTHKOB) 120 120
Moces Ha BO3GYAHTENEH KN, HHDEKLMIT ¢ OnpeienenieM YYBCTBHTENLHOCTH K AHTHOMOTHKAM (PACLUMPEHHBIH
09 739 B03.016.002 CreKTp aHTHOHOTHKOB), GakTepHodaranm 121 121
TMoces Ha HepcriHos (Yersinia spp.) ¢ onpeseNeHHeM YyBCTBHTEIBHOCTH K AHTHOHOTHKAM (pactunpennbiii cnekTp
09 740 B03.016.002 AHTHOHOTHKOB) 207 207
Mocen na aucHAKTEPHO3 C ONpeeICHHEM MYBCTBHTEILHOCTH K AHTHOMOTHKAM (PacluMpeHHbLH CICKTP
09k2n_742) B03.016.002 AHTHOMOTHKOB) 829 829
TMoces Ha AHCOAKTEPHO3 C ONPe/IENEHHEM HYBCTBHTENBHOCTH K AHTHOHOTHKAM (pACIIHPEHHBI CriekTp
(9kan 743 B03.016.006 aHTHOHOTHKOB), BakTepHoparam 894 894
[loceB Ha 30TOTHCTBIN CTAGHIOKOKK € ONpeAe/eHHEM HyBCTBHTEILHOCTH K AHTHOMOTHKAM (PACIUHPEHHBII CIEKTP
09 745 B03.016.002 AHTHOMOTHKOB) 248 248
TMoces Ha 3070THCTBIH CTAHIOKOKK ¢ ONPEAENCHHEM YYBCTBHTENLHOCTH K AHTHOHOTHKAM (PaCIUHPEHHBIH CMEKTP
09 746 B03.016.002 antubnoTHkos), Gakreprodaram 268 268
B03.016.010 XonecTepHH MHNONpoTeHHb HU3KOH miotHocT (JITTHIT)
09 101 91 91
B03.016.010 XonecTepuH THNONPOTeHHbI BbicOKoH nnotocty (JIMBIT)
09_102 62 62
B03.016.010 TpHranUepHIb
09 103 39 39
B03.016.010 JIunuaublii obmen
09, 104 171 171
B03.016.010 Anonunonpotenn Al (Apo-Al)
09 105 294 294
B03.016.010 Anonunonpotens B1 (Apo-B1)
09 106 273 273
JTHOIONpOTEHH (a)
B03.016.010
09_107 153 153
B03.016.010 Dnekrpoopes THMHAOB ¢ PACHETOM TPHIJIHLEPHAOB
09 108 1820 1820
B03.016.010 DnekTpodopes MHNHAOR C PACHETOM XOAECTCPUHA
09_109 1820 1820
B03.016.010 DaekTpohopes MHITHAOB ¢ THIHPOBAHMEM THIEPIHIHIEMHIT
09 110 3001 3001
B03.016.010 Ananunamurotpancepasa (AJIT)
09 112 35 35
B03.016.010 AcnapratamunoTpaHchepasa (ACT)
09 113 37 37
B03.016.010 Llenounan docatasa
09 114 37 37




B03.016.010

Tamma-rmoTamuntpancdepasa (ITT)

09 115 37 37
B03.016.010 Jlakrataernaporenasa (JIAT)

09 116 37 37
B03.016.010 Jlaxrataerunporenasa | dparkuua

09_117 98 98
B03.016.010 KpeatnHkuHa3a

09_118 47 47
B03.016.010 Kpeatinkunasza MB

09 119 53 53
B03.016.010 Amunasza

0 120 45 45

ATba-aMHiaza nanKpeaTHUeCKad

B303.016.010

09 121 63 63
B03.016.010 Xonunscrepasa

09 122 45 45
B03.016.010 JInnaza

09 123 66 66
B03.016.010 Tencuuoren-1

09 124 196 196
B03.016.010 Tencuuoren-I1

09 125 225 225
B03.016.010 [l (rayramatgernaporenasa, GLDH)

09 126 69 69
B03.016.010 Kucnas Qocdarasza oduas

0%+ 127 80 80
B03.016.010 TpunTaza

09 128 2293 2293
B03.016.010 Kpeatunun

09 130 35 35
B03.016.010 Mouesnna

09 131 36 36
B03.016.010 MaoueBas KHCIIOTA

09_132 37 37
B03.016.010 Hucratun C

09 133 757 757
B03.016.010 CkopocTh kiyGouKoBoil bTpaunH (pacyet no dopayne CKD-EPI (enutnnsl)

09 134 35 35
B03.016.010 CkopocTb knyGouxoBo QusTpaumu (pacueT no gopayne CKD-EPI (myskunnsi)

0¢: 135 35 35
B03.016.010 [poGa PeBepra (KMHpeHE 3HIOTEHHOTO KPEATHHHHA)

09 136 78 78
B03.016.010 BunupySuH obmmi

09 138 37 37
B03.016.010 BunupyOun npAMOH (CBA3AHHEIIT)

09_139 37 37

BHHpyOIH HENPAMON (CBODOAHBIN) (BETI0YAET ONPEACICHHE OOLUET0 H NPAMOTO DHITHPYOHHA}

B03.016.010

09_140 57 57
B03.016.010 HenyHble KHCIOTHI

09 141 557 557

PHOPOMAKC (HEHHBA3HBHAA paclIHpeHHan AHATHOCTHKA NOPAKEHHA NEHEHH)

B03.016.010 - BHOXHMHUECKHE N0Ka3aTeH PaGOThl NEYEHH H JIMMHAHOTO 00MeHa

09 142 - Cneundmueckue Genk 7252 7252

TTEaTOCKPHI (HEHHBA3HBHAA AHATHOCTHKA CTEAT03a MEMeHH]

B03.016.010 - BHOXMMHYECKHE NOKA3ATENH PaBoTbl NEMEHH 1 THITHIHOTO 0OMeHa

06 143 - Crieumdpuueckne Genku 4536 4536
B03.016.010 AHTHOTEHIHH-TIPEBPALLAIOWHIA (epmenT (ATID)

09 145 850 850
B03.016.010 C-peaktusubtit Genox (CPB)

09 147 65 65
B03.016.010 Pesmatonansiii paxtop IgG

09 148 80 80
B03.016.010 Pesmarounnsiit akrop IgA

09_149 521 521
B03.016.010 Antnctpentonusun-0 (ACJIO)

09 150 107 107




B03.016.010 Tantornobuu
09_151 136 136
B03.016.010 Anbda-2 maxpornobynun
09 152 1058 1058
' B03.016.010 Anbiha-1-aHTHTPHOCHH
09 153 659 659
B03.016.010 Adtbtha- |-kHCIBIH TTHKONPOTEHH
09 154 665 663
TIepynoTna3MiH
B03.016.010
09_155 646 646
B03.016.010 TTpoKanbUMTOHKH
09 156 956 956
ONHroMepHblit MaTPHKCHBINA DENOK Xpaila (COMP) {mapkep peMoie/IMpOBaHHA CYCTABHOIO XPallia; AHATHOCTHKA
B03.016.010 ocTeoapTpo3a)
09_158 1218 1218
B03.016.010 Ocreokansunn
09_159 685 685
B03.016.010 Beta-Cross laps
09 160 688 688
y B03.016.010 N-TepMHHansHulil nponerTia npokosnarexa 1 tuna (PINP)
09_161 479 479
B03.016.010 Tpancdeppun
09 163 123 123
B03.016.010 TpoueHT HacbienHa TpaHceppHHa JKeneIoM(KoMMIeKe)
09 164 101 101
B03.016.010 DeppHTHH
09 165 304 304
B03.016.010 HKeneso
09 166 39 39
B03.016.010 Of1Iad Kene30cRAILIBAIOLLAA CIOCcOBHOCTL chiBopoTkH (OWCC)
09 167 64 64
B03.016.010 HenachieHHas (1aTeHTHAR) JKeNe30CBA3LIBAIOWAN CrocoGHOCTE chiBopoTku (HIKCC, JIKCC, UIBC)
09 168 41 41
. B03.016.010 PacTeopMele peuentopsl TpaHe(epphua (sTIR)
09 169 781 781
09_569 B03.016.002 AHTHTena K nambnuam IgM, IgG (anti-Giardia lamblia IgM, 1gG), cymmaphbie 147 147
09 570 B03,016.002 AnTtiTena k anusakuaam knacea IgG (anti-Anisakidae 19G) 177 177
09 571 B03.016.002 AAntutena k wucrocoman [pG (anti-Schistosoma mansoni 1gG) 971 971
09 572 B03.016.002 Antitena k reasmintaM 1gG (Toxocara, Trichinella spiralis, Echinococcus, Opisthorchis felineus 1gG) 364 364
09_575 B03.016.002 PHK BHY (HIV) kauecTBeHHBIA TECT 733 733
09 576 B03.016.002 PHK BHY (HIV) koJH4YecTBEHHBIH TeCT 979 979
09'7573 B03.016.002 PHK supyca renathta A (HAV) 483 483
09 580 | B03.016.002 JIHK supyca renatuta B (HBV) 305 305
09 581 B03.016.002 JTHK supyca rematuta B (HBV), xonuuectsenHsiii tect 755 755
09 582 B03.016.002 JIHK supyca renatita B (HBV), renoTHnuposanne 897 897
09 584 B03.016.002 PHK Bupyca renatita C (HCV) 456 456
09 585 B03.016.002 PHK supyca renatuta C (HCV), konuiecTBEHHBIA TeCT 914 914
09 586 B03.016.002 PHK supyca rematuta C (HCV), renorunupoBanme 1256 1256
05 588 | B03.016.002 PHK supyca renatuta D (HDV) 459 459
09_590 B03,016.002 PHK supyca renatura G (HGV) 530 530




09 592

B03.016.002

JHK pupyca renatuta TT (TTV) 261 261
09 594 B03.016.002 JHK Bupyca nanuasonms! yenoseka 16 tina (HPV16) 174 174
09 595 B03.016.002 JIHK Bupyca nanuanonmbl uenoseka 18 tuna (HPV18) 174 174

: JIHK Bupyca nanunnomel 4ej0BeKa BLICOKOIO OHKOTEHHOTO PHCKA (FeHOTHI
09 596 B03.016.002 16,31,18,39,45,59,33,35,68,56,58,52,606,51), KauecTBEHHBIH TeCT 786 786
JIHK Bupyca nanuuioMsl 4e0BEKA BBICOKOTO OHKOMEHHOTO PHCKa (reHoTHn

09 597 B03.016.002 16,31,18,39,45,59,33,35,68,56,58,52,66,51) 786 786
09 599 B03.016.002 JIHK Bupyca npocroro repreca yenopeka 1,2 Tunos (HSV 1,2) (cockof) 159 159
09 600 B03.016.002 JIHK Bupyca npocTtoro repneca uenosexa 1,2 Tunos (HSV 1,2) (kposb) 297 297
09 601 B03.016.002 JIHK Bupyca npocroro repneca yenopeka 1,2 tunos (HSV 1,2) (moua) 191 191
09 602 B03.016.002 JIHK Bupyca npoctoro repmeca 4enopeka 1,2 Tunos (HSV 1,2) (cmoua) 175 175
09 429 B03.016.002 FocriutanbHbii ckpHHHHE (Anti-HIV+HBsAg+anti-HC V+anti-Treponema pall.) (Buonanutpa) 220 220
09143 1 B03.016.002 Anturena v anthred p24 k BUY mudekunn (Anti-HIV+p24), kauectsennoe onpeaenenne 137 137
09 435 B03.016.002 Cudunnc RPR antukapanonunuiosslii tect (RPR), turp 80 80
09 433 B03.016.002 AuTHTENA K BO3GYAMTemo cudmanca cymmapbie (anti-Treponema pallidum), kauecTeeHHoe onpeneneHue 128 128
09 434 | B03.016.002 AnTHTENA K BO30YaMTE0 cHpHKca cymmapibie (anti-Treponema pallidum), kauecTBeHHOE ONpeAeneHHE 123 123
09 438 B03.016.002 AntHTena K BHpycy renatuta A IgG (anti-HAV IgG) 592 592
09 437 B03.016.002 AnTHTena K Bupycy renatuta A IgM (anti-HAV [gM) 776 776
09 439 B03.016.002 AHTHTena K BHpycy rematuta A cymmapusie (anti-HAV) 379 379
097 441 B03.016.002 TMosepxHoCcTHBIN aHTHrEH BHpYyca renathTa B (apcTpanuiickuit anturen, HBsAg), kauecTBeHHOE onpeleneHue 122 122
09 442 B03.016.002 Antnrena x HBs-antureny supyca renatuta B (anti-HBs), konniecTBeHHOE onpeaenetxe 300 300
09 443 B03.016.002 [NosepxHocTHbL AHTHIEH BApYca renathta B (apcTpanuiicknii anturen, HBsAg), xonmiecTBeHHOE onpeeneHie 116 116
09 444 B03.016.002 HBe-anturen supyca renatita B (HBeAg) 547 547
09 445 B03.016.002 Autnrena x HBe-antureny supyca renartura B (anti-HBe) 459 459
09 446 B03.016.002 AHTHTENa K A7ePHOMY aHTHreHy Bupyca renathta B (anti-HBcAg lgG+IgM), cymmaphbie 339 339
09 447 B03.016.002 AHTHTE/IA K AACPHOMY aHTHreHy Bupyca renatura B [gM (anti-HBcAg 1gM) 351 351
09‘-449 B03.016.002 Antutena k Bupycy renathta C cymmaphbie (anti-HCV IgM + 1gG), kauecTennoe onpeeneHie 184 184
09_450 B03.016.002 Anturena k Bupycy renatuta C IgM (anti-HCV [gM), nonykonuuecTseHHOE ONpeaecHue 730 730
09 455 B03.016.002 AntuTena k upycy renatuta E IgG (anti-HEV 1gG) 500 500
09_456 B03.016.002 Anrturena k pupycy renatira E IgM (anti-HEV IgM) 303 303
09 459 B03.016.002 AHTHTENa K BUpycy npocroro repneca 11 2 tunos [gM (anti-HSV IgM) 107 107
09 460 B03.016.002 AHTHTeNa K Bupycy npoctoro repneca 1 tuna IgG (anti-HSV 1 1pG) 402 402
09_461 B03.016.002 AHTHTENA K BUpYycy npoctoro repreca 2 tuna IgG (anti-HSV 2 1gG) 391 391
09.462 B03.016.002 AmnTHTENa X BHpYcy npoctoro repreca | u 2 Tunos (IgG), ¢ onpeieneHdeM ABHAHOCTH 632 632




09 464

B03.016.002

AHTHTE/IA K BHPYCY BETPAHOI 0CTIbI H onosckiBaiowero auwas [gM (anti-VZV [pM) 229 229
09 463 B03.016.002 AHTHTENA K BHPYCY BETPAHOI 0cnbl H onosckiBatowero nuwas 1gG (anti-VZV [pG) 229 229
09 467 B03.016.002 AHTHTENA K KANCHIHOMY aHTHreHy Bupyca Snwrefina-bapp [gM (anti-VCA 1gM) 395 395
09_468 B03.016.002 AHTHTeNa K KATICHIHOMY aHTHIeHy BHpyca Ommeiina-Bapp IgG (anti-VCA I1gG) 302 302
09 469 B03.016.002 AHTHTENA K A1EPHOMY aHTHreHY BHpyca Smureiina-Bapp [gG (anti-EBNA 1gG) 319 319
09 470 B03.016.002 AHTHTENA K paHHeMy anTureny supyca dmwreiina-bapp 1gG (anti-EA IgG) 328 328
09r 471 B03.016.002 Wuneke asuanocty K Bupycy dmwreiina-bapp anturen IgG (EBV IgG avidity) 506 506
09 473 B03.016,002 AHTHTENA K unToMeranosupycy IgM (anti-CMV IgM) 273 273
09 474 803.016.00? Antutena k unromeranosupycy IgG (anti-CMV IgG) 162 162
09 475 B03.016.002 HHaeKe aBHAHOCTH K UHMTOMErasoBHpycy antnten knacca IgG (CMV IgG avidity) 787 787
09 477 B03.016.002 AmHTHTena K BHpycy repneca 6 Thna IgG (Anti-HHV 6), nonykonmuy 345 345
09 479 B03.016.002 AHTHTenA K BHpYCY KpacHyxH IgM (anti-Rubella IgM) 288 288
09_480 B03.016.002 Antutena k supycy xpachyxu IgG (anti-Rubella 1gG) 232 232
09:482 B03.016.002 Anrutena k Bupycy kopu IgM (anti-Measles virus [gM), kauecTsenHoe onpenenenue 564 564
09_376 B03.016.002 Antutena x gsycnupansroii JIHK 1g A, M, G (ckpuHunr) 476 476
09 377 B03.016.002 Anturena k asycrupanbhoii IHK IgG (dsDNA), konnuecTBeHHoE onipelenieHne 505 505

ANTHTC/A K ANCPHEIM AHTHTERAM ANA Screen (ayToantntena k ds JJHK IgG, aHta Chiromatin, antr Ribosomal P,
antu SS-A(Ro), anti S8-A52, anti SS-A60, antn SS-B(La), autn Ctntromere B, autu Sm, antu SmRNP, antu
09 378 B03.016.002 RNP, antu RNP68, ant RNP-A, anrtu Scl 780 780
ANTHAEPHBIE (AHTHHYKNEAPHbIE) AHTHTETA (MMMYHODIOT, KOMIUIEKCHOE HCCNIENOBAHHE): AT K AIEPHBIM
09 381 B03.016.002 anturenam: SS-AS52, SS-A60, SS-B, RNP, Sm, uentpomepa B, Jo-1, Scl-70, pubocomanbhsiit fenok 3232 3232
09 382 B03.016.002 AHTHTENA K DKCTParupyeMbIM AJCPHbIM AHTHICHAM B KPOBH, MONYKOIHYECTBEHHOE ONpe/ieeHHe 446 446
09 383 B03.016.002 AnTHTEna K Hykneocomam IgG 627 627
" AHTHTENA NPH MHO3HTAX (KOMIUIEKCHOE HCC/ieoBaHHe, MMMYHOBN0T): AT K anturenam M2, Jo-1, PL-7, PL-12,

09 384 303.016.002 PM-Scl-100, Mi-2, Ku(p70/80), SRP, Rip-P 1643 1643
09 385 B03.016.002 AnTHNepuHyKIeapHbiii gaktop Ha Hep-2 knetounoit sunun (WPHO) 426 426
09 386 B03.016.002 TTpOLEHT rIHKOIHAHpOBAlHS (JeppHTHHA (¢-M MAPKPO(paraibHOM AKTHBAUHH) 1052 1052
09_387 B03.016.002 Antnrena k aksanopuny-4 (NMO) IgG 1525 1525
09 388 B03.016.002 Antutena x aumpountam 1gG 615 615
09 390 B03.016.002 AHTHTE/A K MOAH(MUMPOBAHHOMY LHTPY/UIHHHPOBAHHOMY BHMEHTHHY (aHTH-MCV) 714 714
09_391 B03.016.002 AHTHTEJIa K LMKIHYECKOMY LMTpYIHHOBOMY nentiay (antu-CCP) 386 386
09 392 B03.016.002 AurukepaTnrosblie antuTena (AKA) 474 474
09 393 B03.016.002 AHTHTENA K Sa-aHTHreHy (BUMEHTHHY) 639 639
09 395 B03.016.002 Anturena k rnmanuny IgA (Anti-Gliadin [gA) 483 483
09 396 B03.016.002 Antutena k ramaauny 1gG (Anti-Gliadin 1gG) 480 480
09 397 B03.016.002 AHTHTENA K TKaHeBoi TpaKcrayTamuuale IgA (Anti-Tissue-Transglutaminase IgA) 480 480




09 398 B03.016.002 AHTHTENA K TKaHeBo#H TpaHcrmoTamuHase [gG (Anti-Tissue-Transglutaminase IgG) 453 453
09 399 B03.016.002 AHTHTENA K ZeAMHHPOBANHBIM nenThaaM ravaauna IgA (Anti-DGP IgA) 480 480
| 0°, 400 B03.016.002 AHTHTENA X JeaMHIHPOBAHHBIM nentuaam ravaauua 1gG (Anti-DGP IgG) 456 456
09 401 B03.016.002 Anturena Saccharomyces cerevisiae (ASCA 1gA) 483 483
09 402 B03.016.002 Antntena Saccharomyces cerevisine (ASCA IpG) 483 483
09_403 B03.016.002 AHTHTENA K NAPHETANIbHBIM KIETKAM Kemyaka (Anti-Parietal Cell) 483 483
09 404 B03.016.002 AnTtiTena k sHyTpensemy daxtopy Kactna (Anti-Intrinsic Factor) 537 537
09 405 B03.016.002 AHTHTena K GeTa-KIeTKaM NoMLKeNyI04HOI sKeme3bl (AT K ocTpoBkam Jlanrepranca) 1087 1087
09 406 B03.016.002 AntuTena k rnytamataekapbokcunase (GAD) 595 595
| 09407 B03.016.002 AHTHTEA K HHCYJIHHY 723 723
ANTHTENA PH Ay TONMMYHHBIX H BOCHAHTENLHBIX 3a00NEBanHAX JKIKT (ay TOHMMYHHBIH [acTPHT, NEPHALHO3HAA
aHeMuA, UenHakus, Gonestb KpoHa) (KOMMIEKCHOE HCCNENOBAHHE, HMMYHOGNOT): AT K rHamuHy, AT K TKaHeBO#
09 408 B03.016.002 Tpancrnytamunase (1TG), At x BuyTpeHHemy ¢ 1267 1267
09 409 B03.016.002 AHTHpeTHKYJIHHOBbIE aHTHTENa knaccoB 1pG W IgA (APA) (HPHD) 533 533
09_410 B03.016.002 AHTHTENA K IHAOMH3HIO IgA 521 521
09 411 B03.016.002 AHTHTENA K OOKANOBHHBIM KIETKAM KHIIEYHHKA 816 816
09 413 B03.016.002 Onpenenenne maprepos ANCA-accounposaHHeIX BackynHToB: PR3 (c-ANCA), MIIO (p-ANCA), GBM 607 607
09 414 B03.016.002 AHTHTENA K uMTonnaiMe Heitpounos (ANCA IgG) 486 486
09. 415 B03.016.002 Anturena k untonnasme neiitpodiunos (ANCA [gA) 568 568
09 416 B03.016.002 Antutena K Clq dparmenTy koMniemenra 615 615
AHTRHCHIPOQIIGHBIC AHTHTENA - PACHIHPENHBIA NPOMHIL (KOMIIEKCHOE HCCIEAOBARNE]. AT K aHTHTCHAM!
npotennasa-3 (anti-PR3), muenonepokckaasa (anti-MPO), Genox BPI, anactasa, katencun G, nusouum,
09 417 B03.016.002 nakToieppuH 1083 1083
09 418 B03.016.002 AntHTena K sngoreananstbiM knetkam (HUVEC) 875 875
09 419 B03.016.002 AHTHTENa K MHenoniepokenaaze (MPO) 592 592
09 420 B03.016.002 AHTHTENA K npoTtenHale-3 (antu-PR-3) 570 570
09 421 B03.016.002 Antutena k 6asanshoii memGpane kiyGouka (BMK) (GBM) IgG 572 572
| 00,422 B03.016.002 Anrurena k untonsasMe Hefirpodunos (AHLIA) xknacca IgG, iPHM (¢ onpenesenien THIIA CBEUEHHA) 613 613
Antutena k ranrnnosnaanm (IgG+IgM) B ceiBOpoTKe (KOMINEKCHOE HCCIEA0BAHHE, HMMYHOOJIOT): AT K AHTHIeHaM:
09 424 B03.016.002 GM1, GM2, GM3, GM4, GD1a, GD1b, GD2, GD3, GTla, GT1b, GQIb, cynsaTun 3314 3314
09 425 B03.016.002 AHTHTENA K CKENETHBIM MBIILAM (AHATHOCTHKA MHACTEHHH) 663 663
JlarnocTHka napaneonnacTHyeckux 3nuedanitos (koMmmieke: AT K Ar Yo-1, Hu, Ri, Ma, Amphyphisin.
09 426 B03.016.002 Pe3ynbTaT BBIAAETCA € 1abOPATOPHBIM 3AKTHUCHHEM) 2207 2207
09 483 B03.016.002 Antutena K upycy kopH IgG (anti-Measles virus 1gG) 163 163
09 485 B03.016.002 AnTiTena K supycy napotuta IgM (anti-Mumps virus lgM) 209 209
09 486 B03.016.002 Antutena  supycy naporuta lgG (anti-Mumps virus 1pG) 206 206
| 09 488 B03.016.002 Antutena x napsosupycy B19 IgM (anti-Parvovirus B19 IgM) 337 337
09 489 B03.016.002 Awututena k napsosupycy B19 1gG (anti-Parvovirus B19 IgG) 337 337,




09 491 B03.016.002 Anturena x koponasupycy SARS-CoV-2 (COVID-19), 1gG (MDA), kasiectBeHHbIHi 243 243
09 492 B03.016.002 AuTHTena k kopoHasupycy SARS-CoV-2 (COVID-19), [gM (MPA), kauecTBeHHbIH 174 174
09 493 B03.016.002 AmntuTena k koponasupycy SARS-CoV-2 (COVID-19), IgM (MUXJIA), konHuecTBeHHbIiH 227 227
09 494 B03.016.002 AntnTena k koponasupycy SARS-CoV-2 (COVID-19), IgG (MXJIA), KonHuecTBeHHBIA 227 227
09 495 B03.016.002 AntHrena k kopoHasupycy SARS-CoV-2 (COVID-19} (knacca lpgG/gM)(MXJIA) 227 227
09;496 B03.016.002 Antutena k koponasupycy SARS-CoV-2, IgG k RBD-nomeny S1 Genka (MXJIA), konuuecTBeHHBIH 654 654
09_497 B03.016.002 Anturena k kopoHasupycy SARS-CoV-2, IgG k RBD-nomeny S1 Genka (MDA), KoTHUECTBEHHbIT 225 225
09_500 B03.016.002 Antutena k Tokconnasme IgG (anti-Toxo IgG) 203 203
09 501 B03.016,002 Hupexe auanocTH k Tokcorurasme anturen IgG (Toxo IgG avidity) 227 227
09 503 B03.016.002 Auturena k xaamuaothune nuesmonnn IgM (anti-Chlamydophila pneumoniae IgM) 156 156
09 504 B03.016.002 Antnrena x xnamupodune nuesmonnn [gA (anti-Chlamydophila pneumoniae [gA) 171 171
09 505 B03.016.002 Antnrena x xnamugodune nuesmonnn [pG (anti-Chlamydophila pneumoniae 1gG) 156 156
0‘)‘___506 B03.016.002 AnTutena Kk xnamuanam tpaxomatic IgA (anti-Chlamydia trachomatis IgA) 107 107
09 507 B03.016,002 Antirena x xnamuananm paxomatuce 1gG (anti-Chlamydia trachomatis 1gG) 100 100
09 508 B03.016.002 Antnrena K xaamuauanm tpaxomathe IgM (anti-Chlamydia trachomatis IgM) 139 139
09 509 B03.016.002 AHTHTeNa K Geky TennoBoro Wwoka xnamMuanaM Tpaxomatsc (anti-Chlamydia trachomatis 1gG)(anti-cHSP60-1gG) 220 220
09 511 B03.016.002 AnTtHTENa K MuKOrasme nHesmolnH IgG (anti-Mycoplasma pneumoniae 1gG) 155 155
09 512 B03.016.002 AuTHTENA K MHKonnasme nuesMonud 1gM (anti-Mycoplasma pneumoniae [gM) 161 161
09 513 B03.016.002 AHTHTENa K MUKOnnasme nuesmonni IgA (anti-Mycoplasma pneumoniae IgA) 190 190
09 514 B03.016.002 AmnTHTena K MukormasMe xomuuue IgA (anti-Mycoplasma hominis [gA) 220 220
09 515 B03.016.002 Anturena k Muxoruazme xomuuuc 1gG (anti-Mycoplasma hominis 1gG) 162 162
09 516 B03.016.002 AHTHTENA K MHKOMIa3Me xomunnc [gM (anti-Mycoplasma hominis 1gM) 308 308
09 518 B03.016.002 AnTHTena k ypeannasse ypeanutrrysm IgG (anti-Ureaplasma urealyticum [gG ) 155 155
09 519 B03.016,002 AAHTHTENA K ypeanyaime ypeanutukym IgA (anti-Ureaplasma urealyticum IgA ) 190 190
09_521 B03.016.002 AHTHTena K Tprxomonaaam IgG (anti-Trichomonas vaginalis 1gG) 327 327
09 523 B03.016.002 AutnTena x Bo36yaureno kornoua IgM (anti-Bordetella pertussis IgM) 168 168
09 524 B03.016.002 AnTuTena x Bo30yauTemo kokmoma IgA (anti-Bordetella pertussis IgA) 238 238
09 525 B03.016.002 AnTHTENa K Bo30yauTemo kokmoma IgG (anti-Bordetella pertussis 1gG) 292 292
09 527 B03.016.002 Anrturena k MukobaxtepuaM TyGepkynesa (anti-Mycobacterium tuberculosis), cymmaptbie 173 173
09 528 B03.016.002 Kpantudeporopsiii TecT 3527 3527
09 529 B03.016.002 T-SPOT.TB (auarnocTuka nateHTHOIl  AKTHBHOI TyGepkyne3noii uudeximnm) 4230 4230
09 531 B03.016.002 AHTHTENA K BO30YAMTENAM HKCONOBBIX KneulesbiX Goppennosos IgM (anti-Borrelia 1gM) 198 198




09 532 B03.016.002 AHTHTENA K BO30Y IHTENISM HKCOIOBBIX Keuienbix Goppenuosos [gM (anti-Borrelia IpM) 198 0 198
04 534 B03.016.002 AHTHTeN K BHpycy Kiemenoro sxuedanuta IgM (anti-Flavivirus IgM) 173 0 173
09 535 B03.016.002 AuTHTENA K BUpYycy Kieuesoro snuedanura IgG (anti-Flavivirus 1gG) 173 0 173
09 537 B03.016.002 AHTHTEJIA K PHKKETCHAM BO30yauTe1sM chinHoro THia (anti-Rickeltsia spp.), cymmaphbie 549 0 549
09_539 B03.016.002 AntHTena k xenukobaktep ninopw IgA (anti-Helicobacter pylori IgA) 186 0 186
09 540 B03.016.002 Anturena k xeankobakrep munopw IpG (anti-Helicobacter pylori IgG) 171 0 171
09 _541 B03.016.002 Anturena k xenukobakrep nunopu [gM (anti-Helicobacter pylori [gM) 795 0 795
09 542 B03.016.002 Antutena k xenukodaktep niuiopH (anti-Helicobacter pylori IgG), ummynobnot 969 0 969
09 543 B03.016.002 Antutena x xenukobaxtep nunopu (anti-Helicobacter pylori [gA), unmyHobnot 970 0 970
09 556 B03.016.002 Aurtutena k wuresute Onexchepa (auzeHteps) (anti-Shigella Flexneri), cymmapHbie 397 0 397
09ks_341 A12.05.121 1 1-1e30KCHKOPTHION CBOGOIHBIH 971 0 971
09ks_649| B03.016.010 JHK napeosupyca (Parvovirus B19) (kposb) 341 0 341
09¢c_683 B03.016.006 JHK Xnamuauu tpaxomatie (Chlamydia trachomatis) (cocko0) 162 0 162
09¢_680 | B03.016.006 JIHK 6Gneanoit tpenonemsi (Treponema pallidum) (cockob apyroit) 162 0 162
09kan_678] B03.016.006 PHK xoposupyc (Norovirus | & 2 THNOB) KaueCTBEHHbI TECT 482 0 482
09¢ 674 | B03.016.006 PHK xoponasupyca SARS-CoV-2 Covid-19 (Coronavirus SARS-CoV-2) 222 0 222
09c_685 B03.016.003 JIHK Xnamupoduna nuesmonu (Chlamydophila pneumoniae) (cockob) 601 0 601
09w 684 | B03.016.003 JIHK Xnamumsm tpaxomatuc (Chlamydia trachomatis) (moua) 173 0 173
09«8 _681] B03.016.003 JIHK 6neanoit tpenonemsl (Treponema pallidum) (xpossb) 337 0 337
09_630 B03.016.002 JIHK Bupyca repneca 6 tuna (HHV6) (kposb) 396 0 396
09 629 B03.016.002 JIHK Bupyca repneca 6 tuna (HHV6) (cockob) 355 0 355
09 626 B03.016.002 JIHK Lintomeranosupyca (CMV) (cocko), KoJIHYECTBEHHBIA TecT 406 0 406
05 625 B03.016.002 JIHK Lluromeranosupyca (CMV) (Moua), KOMHYECTBEHHBIA TeCT 450 0 450
09 624 B03.016.002 JIHK LluTtomeranosupyca (CMV) (KpoBb). KONHYECTREHHBI TeCT 469 0 469
B03.016.010
09ks_327 Butamuusl B9 (doauesan kuciora) n B12 1770 0 1770
09xs 325| B03.016.001 BopmopacTopuMbie putamunsiB1, B3, B6, C 5407 0 5407
09k 326| B03.016.002 Buramunn rpynns B: B1, B2, B3, BS, B6, B9, B12 8463 0 8463
B03.016.010
09xs_328 Butamuu C (ackopOHHOBAA KHCIOTA) 1334 0 1334
B03.016.010
09k 329 Kupopacreoprmbie putamunbl. A, D, E, K1 5407 0 5407
KoMneKkcHBI aHATH3 KPOBH Ha HA JKHPOPACTBOPHMBIE H BOAOPACTBOPHMbie BHTaMuubl. Butamunst A, D, E, K1,
09kl 330| B03.016.006 C, B1, BS, B6 10644 0 10644
KoMIIeKCHBII aHAIH3 KPOBH Ha Ha )HPOPACTBOPHMBIE H BOJOPACTBOPHMBIE BHTaMUHbL Butamunb A, D, E, K1,
09ke 331 B03.016.006 C, B1, B5, B6 16027 0 16027
(09xs 333| B03.016.006 MenaTtoHHH 1625 0 1625




09ke_334] Al12.05.023 PesepenpHelii T3 4389 4389
09ke_335| B03.016.006 21-1€30KCHKOPTHI0N CBOGO AHbIT 971 971
B03.016.010
09s_336 17-OH-TIporectepon cBoGOAHbIIT 971 971
09xs_337| B03.016.006 17-OH-I1pernenonon cBoGoHbIii 971 971
| 09kr 338 B03.016.002 Koptuszon ceoGoansiii 971 971
B03.016.010
09kp_339 JlernaposnuanapocTepon csobo Il 971 971
09ks_340| B03.016.002 KopruxocTtepon cBoBoAHBIH 971 971
HcenenoBanme MOMHM Ha COACPIKAHHE MPOMEKYTOUHBIX MeTa0OIHTOB KATEXOMTAMHHOB: MeTaHe)PHH U
09m 344 B03.016.006 HopMeTaHepHH, oGuHe 1770 1770
HceenenosaHue MOMH Ha COAEPKAHME TIPOMEIKY TOMHBIX META0OIHTOB KATEXONAMHHOB: METaHEPPHH K
09w 345 | B03.016.001 HopmeTaHeiphn, cBoGoaHbBIE 1625 1625
09ke_348| A12.05.023 O6wmii nmmynornoBynnn knacea A (IgA obuumii) 85 85
09k 349| B03.016.002 O6umit ummynornodyans kiacca M (IgM o6unit) 85 85
B03.016.010
| 09kn_350 ObGwuii HmMmyHornodyanu knacea G (IgG obumit) 73 73
09xs 351| B03.016.002 C3 KOMNOHEHT KOMIUTEMEHTA 113 115
09xs_352| B03.016.001 C4 KOMMOHEHT KOMTUIEMEHTA 176 176
B03.016.010
09kp_353 Onpenenctne yposus cybknacca IgGl 5003 5003
09xs_354| B03.016.001 Onpeaenenne yposha cybknacca lgG2 4528 4528
09xs_355| B03.016.002 Onpenenchne yposha cydrnacca 1pG4 686 686
09ks_356| B03.016.001 Hurudutop C1 sctepasbi 760 760
09k= 357| B03,016.002 HMurnburop C1 sctepaspl ((y HKIUHOHAbHbIi) 874 874
09kn_358| B03.016.002 DaKTOp HEKPO3A OMYXO/IH 740 740
09xs_359| A12.05.023 Hurepaeiikuu 1-beta 1052 1052
B03.016.010
09kB_360 Wnrepneitkix 6 368 368
09xs_361| B03.016.002 Hurepneiikun 8 1076 1076
B03.016.010
09ks_362 Hurepneiiknn 10 1052 1052
09xs_363| B03.016.001 KpHornoby st 59 59
B03.016.010
| 09Kn_364 CoBoaubie nerkue uenu namona (L-tuna) 736 736
B03.016.010
09k8 363 Croboansie nerkue uenu kanna (K-tuna) 513 513
HIMMYHOZNEKTPOPOPE3-CKPUHHHT (AHPPCPCHUHPOBKA FAMMANATHH: 1aMGAa-LUEnH, Kalna-uenys
09x8_366| B03.016.002 HMMYHOTJIOOYTHHOB) 2998 2998
Hutepdepononniii craTyc (KOMIUIEKCHDIH AHANH): CBIBOPOTOUHBIH HHTepthepon, cnonTanusiii nntepdepon (MPH-
09ke 367| B03.016.002 | ansda), cnostanuwii nurepdepon (HOH-ramma), Huayunponanusii ansga-HOH, uuayunposannblii ramma-HOH 1670 1670
09xs_368| B03.016.002 Linpkynpytowme ummyHHbie komnekcel (HK, Clg-1gG) 601 601
09ks_369| B03.016.002 Onpeaenenne AntneTpentokokosoit THKasu B 975 975
FAETOUHBI HMMYHHTET (JEHOTHITHPOBaHHE TIHM(IOUMTOB (ODLIEE KOMHYCCTBO ICHKOUHTOB M THM(OLHTOB, T-
umdrounts (CD3), T-xennepsi (CD3+CD4+), T-untotokenueckne (CD3+CD8+), "aybns"-knerin (CD4+/CD8+),
09xs 371| B03.016.002 B-numdounTs (CD19+), ectectenHble kKnanepst (NK-knetk 4282 4282




[O9s_372| B03.016.006 Darouurtos 1260 1260
B03.016.010
09ke_373 KneTouHblit HMMYHHTET- KOMIUIEKCHOE HCC/e10BaHHKe (BIIIOYAeT cyOnonynsuys JIHMGOUHTOB H (aroumuTos) 3591 3591
B03.016.010 Kanbumii wonusuposaunslii (Ca 2+)
09 _175 81 81
B03.016.010 Meng (Cu)
9 _176 187 187
B03.016.010 Marnuit (Mg)
09 177 37 37
B03.016.010 Docdop weoprannyeckmii (P)
09 178 30 36
B03.016.010 BukapGonat (HCO3-)
09 179 245 245
B03.016.010 25-OH suramun D, cymmapHblit (kanbundeposn)
| 09 181 36 36
B03.016.010 Buramun B12 (unanokobanamut)
09 182 148 148
B03.016.010 Butamuu B9 (ponmesan kucnora)
09 183 269 269
HICCleaoBanne ypoBHa N-TCPMHHAIBHOTO (PParMenTa HATPHHYPETHICCKOTO NPONENTHAA MO3TOBOT0 (N [-proBNP])
B03.016.010 B KPOBH
09 185 838 838
B03.016.010 Muornobuu
09 186 346 346
B03.016.010 Tpononu |
09 187 380 380
B03.016.010 Yrnesonel B kane
09 189 42 a2
B03.016.010 AKTHBHOCTb MAHKPEATHYCCKOM 3nacTasbl-|
09 190 1369 1369
B03.016.010 Hecnenopanue ypoBHA KaIbIPOTEKTHHA
09_191 1125 1125
B03.016.010 AKTHBHOCTb &/1b(ha- 1-aHTHTPHNCHHA
09 192 842 842
AKTHBHOCTb XHMOTPHIICHHA
B03.016.010
09 193 712 712
B03.016.010
09 194 996 996
B03.016.010 Okcanatbl (CyTouHas)
09 197 1067 1067
B03.016.010 'moko3a (pasoBas mMoua)
09_199 44 44
B03.016.010 [mioko3a (cyTounas Moua)
09 200 44 44
B03.016.010 C-nentia (cyTouHas mMoua)
09 201 194 194
B03.016.010 O6wwi denok (pasosas Moua)
09 202 47 47
B03.016.010 OBuruit denox (cyTouHas Moua)
09 204 47 47
B03.016.010 MukpoansOymuH (CyTouHas Mo4a)
09 205 30 80
JACKTPOPOPE3 DEKOB MOUH [CyTOUHAA MO'a)
B03.016.010
09 206 663 663
B03.016.010 KpeaTHHun (CyToHas Mota)
09 208 44 44
B03.016.010 MouepHHa (CYTOYHAA MOYA)
09 209 38 38
B03.016.010 Motesas KHCNoTa (CyTouHas MO4a)
09 210 39 39
B03.016.010 Anbda-1-muxpornobyaun (pajosas moua)
09 211 825 825
B03.016.010 Jesoxeunupuannonnn (JAITA) (pazosas moua)
09 213 1043 1043




B03.016.C10

Kansuwuii (cyTounas moua)

09 215 36 36
B03.016.010 Maruuit (cyTounas Moua)

09 216 37 37
B03.016.010 Kanmit (cyTounas Moya)

09 217 46 46
B03.016.010 Hatpuii (cyTouHas mMoua)

09 218 46 46
B03.016.010 Xnop (cyrounas moya)

09 219 46 46
B03.016.010 Mocdop (cyTounan Moua)

09 220 36 36
B03.016.010 Hcenenopanue ypoBus nekTponuTon (Kanuii, Hatprii,xnop) (cyTounas moua)

09 221 105 105
B03.016.010 Ans(a-amunasa (1nacrasa) (pazoBas Moua)

09 223 47 47

Anb(a-amuiaza (CyTo4HAA MOYA)

B03.016.010

09 224 47 47
B03.016.010 Hopmeranedpuus ceofonnsre (cyTounas moua)

09_226 495 495
B03.016.010 MeTanedpunb cBOOOAHBIE (CYTOYHAA MOYA)

09 227 495 495
B03.016.010 MeTanedpunn obume (ceoBoaHbIe H CBA3AHHBIE) (CYTOUHAR MOua)

09 228 495 495

HOpPMETAHEPPHHBL OOLIHE (CHOOOMHLIE H CBA3ANHLIC) [CYTOUHAR MOHA)

B03.016.010

09 229 495 495
B03.016.010 [HcTaMHH (CYTOUHAR MOYa)

09 230 610 610
B03.016.010 Beta-2-mukpornoGyaHH B Move (pa3onas Moua)

09 232 943 943
B03.016.010 Croboansie nerkre uenu nambaa (L-tuna) B Moue (pasosan Mo4a)

09 233 . 900 900
B03.016.010 Csoboansie ferxue uenu kanma (K-tina) B moue (pasopas Mova)

09 234 518 518
B03.016.010 Onpenencuue IgG B Moue (pasoBas Moua)

09 235 931 931
B03.016.010 Tupeotponneiit ropmon (TTI)

09 238 74 74
B03.016.010 Tpuiioaruponns o6umit (T3 oOwwit)

09 239 67 67
B03.016.010 Tpuitoarnuponnn ceoSonubiit (T3 csoboaHbIi)

09 240 104 104
B03.016.0'0¢ Tupokcun obwnii (T4 o6umii)

09 241 106 106
B03.016.010 Tupokeun caoGoansiit (Td ceoBoaublit)

09 242 103 103
B03.016.010 Tupeornobyann (TI)

09 243 390 390
B03.016.010 Antutena k Tupornobynuuy (antu-TI)

09 244 374 374
B03.016.010 AHTHTENA K THPeOHAHO# nepokcniase (antu-TI1O)

09 245 210 210
B03.016.010 AHTHTENA K PeLenTopaM THpeoaHoro ropmoua (antu-pTT)

09 246 1273 1273
B03.0160.010 THPOKCHH CBA3BIBAIOLIAA CNOCOOHOCTE CLIBOPOTKH (T-Uptake)

09 247 477 477
B03.016.010 [MapaTupeonnssiit ropmon ([1TI)

09 249 498 498
B03.016.010 TacTpuu

09 251 432 432
B03.016.010 TacTpuH-17 CTHMYTHPOBAHHBIH

09 252 2011 2011
B03.016.010 HucynHH

09 254 228 228




B03.016.010

Hucynun yepes 2 u.

09 255 228 228
B03.016.010 C-nentua

09 256 162 162
B03.016.010 ponrcyaun

09_257 592 592

ComaTtoTponueii ropmoH (CTT)

B03.016.010

09 259 463 463
B03.016.010 Comatomeaun-C

09 260 730 730
B03.016.010 AnpeHokopTHKoTponHbiit ropmot (AKTI)

09_262 639 639
B03.016.010 DonnukynocTuMy THpYmHit ropmon (OCT)

09 264 104 104
B03.016.010 Jlotennnsnpytounii ropmon (JII4)

09 265 95 95
B03.016.010 TponaxTu

09 266 135 135
B03.016.010 Maxponponaxtuu

09 267 84 84
B03.016.010 Jlentnu

09 269 304 304
B03.016.010 AnbocTtepon

09 271 828 828




